
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAIMLSLNATESGKQKSAVATGEYCYPLNHGI
K
TWPEKNDNGTDSAGVASAPAPDSTDKTIKGKYV

NTDB id 61723 NGFG RS11555 WP 080229175.1 ............................................MSNTSKKSAVAGYCPNHGTWPKDNGDAGVASPADKIKGKYV 41
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STIKGKYV 84
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDIKGKYV 85
consensus **************************************************!!!!**!**!!! !!**!**!!!!!* * !!!!!!
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ASSTGVNNKE IQKGDKKLSLWGARKREQNDGSVKWFCGQPVTRAGTADGGDDNADTGKADDVDTVAKTADVGADKNADGNEKNAEKINDTKHLPSTCRDEKASTSDA
NTDB id 61723 NGFG RS11555 WP 080229175.1 QKVEVAKGVVTAEMASTGVNKEIKDKKLSLWAKRQDGSVKWFCGQPVTRGAGNAGKADDVTKAGNDNEKINTKHLPSTCRDKSTA 126
NTDB id 1109 OK783 RS10670 WP 157147416.1 QKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND......DTVADANNAIDTKHLPSTCRDESSA 163
NTDB id 1119 NGFG RS11465 WP 017147169.1 KEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT......VADAKDGKEIDTKHLPSTCRDKASD 164
consensus **!!!**!!!!! !*!*!!!*!!**!!!!!!**!**!!!!!!!!!!!!!**** * ** !*!!!!!!!!!!****
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NTDB id 61723 NGFG RS11555 WP 080229175.1 ICIETPPTAFYKNT 140
NTDB id 1109 OK783 RS10670 WP 157147416.1 T............. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 AK............ 166
consensus

X non conserved
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X ≥ 50% conserved


