
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNHGEIKWPKENDNTSAGVASAPSPSTTDIKGKYV
NTDB id 61722 NGFG RS11490 WP 017147167.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVTEYYLNHGEWPEDNTSAGVASSPTDIKGKYV 57
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STIKGKYV 84
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDIKGKYV 85
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ASSTGVNNKE IKQDGKRKLSLWGARKRQEDNGSVKWFCGQPVTRTAADGKDNDTDVDTAVDTVAKDADGGNKNAEKIDTKHLPSTCRDEKTASSDAAGTK
NTDB id 61722 NGFG RS11490 WP 017147167.1 QSVTVANGVVTAEMASTGVNKEIQGKRLSLWAKRENGSVKWFCGQPVTRAAKDDDAVTADGNNKIDTKHLPSTCRDTSSAGK 139
NTDB id 1109 OK783 RS10670 WP 157147416.1 QKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDT.VADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 KEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVA.DAKDGKEIDTKHLPSTCRDKASDAK 166
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