
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVATGEYYLNNHGEIKWPKENDNGTASAGVASPAPTSDKTI IKGKYV
NTDB id 61721 NGFG RS11480 WP 003696281.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVAGYYLNNGEWPEDNGAAGVASA.SKIIGKYV 56
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STIKGKYV 84
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDIKGKYV 85
consensus ****************************!***!********!!!!!!!!!!!!!**!!!!*! !!**!**!!!!!* * !*!!!!

logo

Q
K
K
EVKEVAEKKNGVVTATQML

ASTSNGVNNKE IKQDGKKLSLWAGKRRQENDGSVKWFCGQPVKTRADTGDTDADNADTKAGTDDVADVAKTVDDAADKDANGNKAEKIDTKHLPSTCRDKEAPSTS
NTDB id 61721 NGFG RS11480 WP 003696281.1 KEVKVENGVVTAQMASSNVNKEIQGKKLSLWGRREDGSVKWFCGQPVKRDDTAAKAGTDDVAKDDAAGKKIDTKHLPSTCRDEPT 141
NTDB id 1109 OK783 RS10670 WP 157147416.1 QKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND.......DTVADANNAIDTKHLPSTCRDESS 162
NTDB id 1119 NGFG RS11465 WP 017147169.1 KEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT.......VADAKDGKEIDTKHLPSTCRDKAS 163
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NTDB id 61721 NGFG RS11480 WP 003696281.1 AT. 143
NTDB id 1109 OK783 RS10670 WP 157147416.1 AT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 DAK 166
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