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LSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQTAFDGKKVLAA
LSKHAKSFKDDMYLRTEHVVWQKEMLJJLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQEPEVLKKWLGEQTAFDGKKVLAA
LSIYHK FKDDENY RIEHVVWEEMIMPLARLAAAV MA X8 SDKANSHIFDAMVNQKINLA I WLKKWLBEQTAFDGKKVLAA
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YESPESQARA KMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
YESPESQARARKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
E PESQARA QM ELTNKFQISGTPTVIVGGKYQVEFKDW SGMTTIDQLVDKVREEQKKPQ 231
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