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MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS
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Q
VITKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW

VITKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW

A TS

SVVGSGT HKYLLYFNSQFPF HQNFV MNLGTSYPTYANIMEVLEVI QGQGQTK SV FPTGKKHSSV IY RTYKSP|QQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSYVNFPTGKKISSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA

S L RSN

RDRSYYGENDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMARMFKNTLFDSVSTG LTFLLSLPTIALVYIIRLIG

RDRSYYGEWDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMAIMFKNT FDSVSTGVLTFLLSLPTIALVYIIRLIG

RDRSYYGEDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMAWFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG
I lskoskok 1 DU sk sk DD DD D hskosk D Dok Dok DD DD Dk b D hosksk Dok DD D LD LD DL bkl bbb bbb Dbl DO

LR SRR Rl mx;

LT RTATSLOLT BT

IVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKEEEEYS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMT IDPRIKLTSKGGK NS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMT IDPRIKLTSKGGKEERNe
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