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MTEKGLMARGSKR IDLDKAKIGSENIALFTLALVLYFVAVGALVLVNSYMTAQ
NTDB id 61682 SANR RS08600 WP 003035495.1 MENKKSSLFSQVEPYIKGFQFPLLVAFVGVILSSVITVYGPVKLKEITNLITEGMRSRIDLKAISNIALFLAVLYVVGAVLNYMQ 85
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
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NTDB id 61682 SANR RS08600 WP 003035495.1 SFIISSVVQHFSKRLRTAIAEKINKLPLRYFDSHSQGDTLSRVTNDVDTVGQSLNQSLGTVISSSLLLIAVLFMMFYNNVVLSFV 170
NTDB id 370 SMU RS04260 WP 002263294.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAAT 170
consensus !!!*!***!*!! !!! !!!*!!!!*!!*!!!!!!!!!!!!!!!!!!! * !! !!!! *** *!!!* *!!! ! !
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NTDB id 61682 SANR RS08600 WP 003035495.1 TIGSVLIGFVFVALIMGKSQRFFRTQQENLASVNGYVEEMYSGHNVIVSYNAAEESKATFQTLNTNLYNSMWKSQFISGIMMPLM 255
NTDB id 370 SMU RS04260 WP 002263294.1 AILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLM 255
consensus ! !! !!! *!!*!!!* !* !! !!! ! !!!!!*!!!!!!* !!!! !! ! !! *!* !!!!!!! !!!!!!!!
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NTDB id 61682 SANR RS08600 WP 003035495.1 MFVGNFGYVMVVLVGASMALNGDVTMGTIVAFMVYVRIFSQPLSQIAQGITTLQQASAAMGRVFEFLAEPEMENDEHKAQQLTTL 340
NTDB id 370 SMU RS04260 WP 002263294.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKV 340
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NTDB id 61682 SANR RS08600 WP 003035495.1 KGDVTFDKVFFGYNPDRTIIHDFSANAKAGQKIAIVGPTGAGKTTIVNLLMKFYEIDKGRITIDGVDTKQMKRSEVHDAFSMVLQ 425
NTDB id 370 SMU RS04260 WP 002263294.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQ 425
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VAAAKAVGVHHF IKTLPKGYDMTVLDDSTVSTLSVGQKQLLTIARALLKDAPLL I LDEATSSV
NTDB id 61682 SANR RS08600 WP 003035495.1 DTWLFEGTIKENLIYNQKNISDEAVVAAAKAVGVHHFIKTLPKGYDMVLDDTVSLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
NTDB id 370 SMU RS04260 WP 002263294.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
consensus !!!!!!!!*!!!!!!!!!*!*!! !*!!!!!!!!!!!!!!!!!!!! !!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMRDNGNI I EQGNSHDQLMAEENGFYADLYNSQFDTEDEAVAEYA
NTDB id 61682 SANR RS08600 WP 003035495.1 DTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMRNGNIIEQGNHDQLMEENGFYADLYNSQFDEDAEYA 586
NTDB id 370 SMU RS04260 WP 002263294.1 DTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!! !!!!!!!!!!!!! !* **
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