logo

NTDB id 61645 SANR RS01200 WP 003035359.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 61645 SANR RS01200 WP 003035359.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 61645 SANR RS01200 WP 003035359.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 61645 SANR RS01200 WP 003035359.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

AL DAL YL e L o RSBk AT

M FEKIEWAYRILLL NYQIL RWLIMTINAVDAL EQN \YLD RNESAWE KIqNNioWL FLILMKEEWRR QF M KANQ = 1§LQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

W ok LS AL S

NHQFTPDSIGFI gy L [NL J$KI®s DI EIGSGEIGNLAETI NN [NKIy DY G E DDLLID SASIADV D JVEJFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

R L, B R L

PQ LKESDVIISDLPVGFYP DWIAQRY VA [MHTYAHHLLMEQSLKYLKEIYGNAIFLAPRDLLTSEQSHLLKEYWL Qie:¥Ne T
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

W PE PR VLRG0  oF R e

A I LPEA Fl& I\ MK IFVLNKQH-Q LIBAYAIRSINIFARD OBIDIMLEIISEKIIQN|YSRESE I 317
AVISLPEATFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEATFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
Do D DD Do Dokokokoskskok Dok D DD Do b Do Dokskokok DD Dok Dok D Dok Dokokosk Dotk Dok |okok |okoskosk o ko

I

V

K non conserved
B similar
>507% conserved

170
170
170

255
255
255



