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NTDB id 61618 SCI RS08725 WP 006268043.1 MQSGIIGIIAFIIIFGIIVVVHEFGHFYFAKKSGILVREFSIGMGPKIFAHIGKDGTAYTIRMLPLGGYVRMAGWGDDATEIKTG 85
NTDB id 323 STU RS10650 WP 011225396.1 ....MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTG 81
NTDB id 291 STER RS01205 WP 011680685.1 ....MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTG 81
consensus ***!!*!**!!**!!!*!!!!!!*!!!*!!!!!!!!*!!!!!!!!!!*!!!!!*!!!!*!!!!!!!!!!!!!*!*!!!!!!

logo

T
SPASLTLNGEKADGKVI

RR INLSGDKRKQI
VDQTALPMNVTGAFYDLEDKLETITGLVLDGEQTKTYAEVDHDATIVEEDGTEVLR IAPLKDVQYQNASLIGW

NTDB id 61618 SCI RS08725 WP 006268043.1 TPASLTLNEAGKVIRINLSGKKIDQTALPMNVTGFDLEDKLEITGLVLDEQKTYAVDHDATIVEEDGTEVRIAPLDVQYQNASLG 170
NTDB id 323 STU RS10650 WP 011225396.1 SPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
NTDB id 291 STER RS01205 WP 011680685.1 SPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
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NTDB id 61618 SCI RS08725 WP 006268043.1 GRLITNFAGPMNNFILGIVAFLLLIFMQGGVADQHTNHVRVLQGGALAQAGVKNNDQILKVGQAEIKNWSDLIQAVQSETKNSKG 255
NTDB id 323 STU RS10650 WP 011225396.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
NTDB id 291 STER RS01205 WP 011680685.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
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NTDB id 61618 SCI RS08725 WP 006268043.1 QSELNVTVKS.GNKVQELTVKPKKEQGRYLLGVMPGLKSDFPSMIVGGFSMAWNASFRIFDALKNLIFHPDINKLGGPVAIYKAS 339
NTDB id 323 STU RS10650 WP 011225396.1 GDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMS 336
NTDB id 291 STER RS01205 WP 011680685.1 GDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMS 336
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NTDB id 61618 SCI RS08725 WP 006268043.1 SEAAKGGIESVIALLAMLSLNIGIFNLIPIPALDGGKIVLNLLEAIRRKPLKQETETYVTLAGVAVMVLLMIAVTWNDIMRTFF 423
NTDB id 323 STU RS10650 WP 011225396.1 AQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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