
logo MS
TEKTGFKRYS I LASGSSTGNCSFYLETPKQKRI

LL IDAGLSGKKI STQSLLMASE IDGRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGHLDI
VYANAQ

NTDB id 61599 SCI RS05970 WP 006268738.1 MSEKGFKYSILASGSTGNCFYLETPKKRLLIDAGLSGKKITSLLSEIGRKPEDLDAILVTHEHKDHIHGVGVLARKYHLDIYANQ 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !*! !!*!!!!!!!!*!!*!!!!!! !!*!!!!!!!!!!!* !* !! !!**!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!

logo

A
ETWNQAMDEGVAMI

LGKIDVSQKHI FDELMGKTI
KTFGDIDI ESFGVSHDAAVAQPQFYRLMKDDGKSFVI

LLTDTGYVSDRMADGI
L I ENADGYL I ES

NTDB id 61599 SCI RS05970 WP 006268738.1 ETWNAMEVALGKIDVSQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRLMKDDKSFVLLTDTGYVSDRMAGIIENADGYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!*!!* *!!!!!!!!!!!**!!! !!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!! *!!!!!!!!!!!

logo NHDI E I LRSGAIYPWSLKQR I LSDKQGHLSNDDGAETMI
VRTLGNYKRTKKIYLGHLSKENNTVKELAHI

MTMKVNAQLAMQADLAVDEHDFHKICYD
NTDB id 61599 SCI RS05970 WP 006268738.1 NHDIEILRSGAYPWSLKQRILSDQGHLSNDDGAETMIRTLGYRTKKIYLGHLSKENNTKELAHITMVNQLAQADLAVEHDFHICD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!*!!!! *!!!!!!!!!!!!!! !!!!!*!! ! ! !!!!!!*!!!*!*!

logo TSPDTALTPLATDKI
NTDB id 61599 SCI RS05970 WP 006268738.1 TSPDTATPLTDI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


