
logo MNDFEKI EQAAYTNLLLEDNI
CQER I
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CYLDGGAKETGEALDADTFVIKKENNEKI
KLNRSQLKNLSKEEWRRSYFQFLI LFMIKAATQTSEQPQLQAS

NTDB id 61555 SII RS08400 WP 003073994.1 MNFEKIEQAYTLLLENIQEIQNDLLTNFYDALVEQNGIYLDGKTELATVKKNNEILNSLKLSKEEWRRSYQFLLMKAAQTEPLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!!!*!*!*****!*!**!!!!*!!!**!!*********!*!!**!**!*!!!!!!!!!*!!***!!*!***!!*

logo NHQFTPDS IGF IVITLFYL ILDEQGLSTNKESHQI
LDVI LI E IGSGMTGNLAETI LVNNTSKSKNSVIDYI

L
MGLI ELVDDLL IDVLSAS IADVMLDASKSVSHFVQGEDAVR

NTDB id 61555 SII RS08400 WP 003073994.1 NHQFTPDSIGFIVTFLIDQLSNKEHIDVLEIGSGMGNLAETILNNTKKNVDYLGLELDDLLIDVSASIADVMDAKVSFVQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!!!!!***!***!*!!***!**!!!!!*!!!!!!!*!!**!**!!*!*!*!!!!!!*!!!!!!!*!**!*!!!*!!!!

logo PQVI LKESDI
V IVI SDLP I

VGYFYPDNDHKIASQRYEQVASATKQLEGHTYAHHLLMEQSLKYLKPKGEGYLAI FLAPNVNDLLTSREQSQPLLKNKWLQKNYNVQTIVL
NTDB id 61555 SII RS08400 WP 003073994.1 PQVLKESDVIVSDLPIGYYPDDHIASRYEVASTQEHTYAHHLLMEQSLKYLKPGGYAIFLAPNNLLTSRQSQLLKNWLQKYVQIV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!*!!!!*!*!!*!*!!*!!*!!****!!!!!!!!!!!!!!!!!**!*!!!!!!**!!!!*!!*!!!*!!!**!*!*

logo AMVIASLPESALI FGKNQAKASYNAIKTS I FVLKKQDSEQQAS ILQEPSFVYAPLSTDLQNDQPAEAVLLRTRFSMEKKNFQKNKWRKQEEDSNEVI
F

NTDB id 61555 SII RS08400 WP 003073994.1 AMIALPESLFGNAAYAKTIFVLKKQDEQAIQPFVYALSDLQNQAALLTFSEKFQNWRQESEI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!!**!******!*!!!!!!!**!****!!!*!*!!!****!**!***!**!******
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