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MTEKGLMARGSKR IDLDKAKIGSENIALFTLALVLYAFAVGATLVLVNSYMTAQ
NTDB id 61543 SII RS07530 WP 020999088.1 MENKKSSLFSQVKPYIKGFQFPLLVAFVGVILSSVITVYGPVKLKEITNLITEGMRSRIDLKAISNIALFLAVLYAVGTVLNYMQ 85
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
consensus !!!!! !! !!* !!*!!* * *! * !*!! !!! !! *!!!*! *! !* *!!! ! !!! !!*!! ! ** !
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NTDB id 61543 SII RS07530 WP 020999088.1 SFIISSVVQHFSKRLRTAIAEKINKLPLRYFDSHSQGDTLSRVTNDVDTVGQSLNQSLGTVISSSLLLIAVLFMMFYNNVVLSFV 170
NTDB id 370 SMU RS04260 WP 002263294.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAAT 170
consensus !!!*!***!*!! !!! !!!*!!!!*!!*!!!!!!!!!!!!!!!!!!! * !! !!!! *** *!!!* *!!! ! !
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NTDB id 61543 SII RS07530 WP 020999088.1 TIGSVLIGFVFVALIMGKSQRFFRAQQENLASVNGYVEEMYSGHNVIVSYNATEESKKAFQMLNTKLYNSMWKSQFISGIMMPLM 255
NTDB id 370 SMU RS04260 WP 002263294.1 AILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLM 255
consensus ! !! !!! *!!*!!!* !* !! !!! ! !!!!!*!!!!!!* !!!! !!! ! !! !* !!!!!!! !!!!!!!!
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NTDB id 61543 SII RS07530 WP 020999088.1 IFTGNFGYVMVVLVGASMALNGDVTMGTIVAFMVYVRTFSQPLSQIAQGITTLQQASAAMGRVFEFLAEPEMENDEHKSQQLTTL 340
NTDB id 370 SMU RS04260 WP 002263294.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKV 340
consensus ! !!!!!!!!**!!!*!!*!!!*!!!!!!!!! !!! !*!!* !!!!!!! !! ! !!!!!!!!!! !*!*! * !! !! *
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NTDB id 61543 SII RS07530 WP 020999088.1 KGDVTFDNVFFGYNPDRTIIHDFSAKAKAGQKIAIVGPTGAGKTTIVNLLMKFYEIEKGRITIDGVDTKQMKRSEVHDAFSMVLQ 425
NTDB id 370 SMU RS04260 WP 002263294.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQ 425
consensus ! ! !!!!!!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!***! !*!!!! * ! ! !!!!!! !!!!
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VKENL IYNQKHNI STDEAQVI

VAAATKAVGVHHF IKTLPKGYDTVLDDSTVSTLSVGQKQLLTIARALLKDAPLL I LDEATSSV
NTDB id 61543 SII RS07530 WP 020999088.1 DTWLFEGTIKENLIYNQKNISDEAVVAATKAVGVHHFIKTLPKGYDTVLDDTVSLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
NTDB id 370 SMU RS04260 WP 002263294.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
consensus !!!!!!!!*!!!!!!!!!*!*!! !*!! !!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMRDGNI I EQGNSHDQLMAEENGFYADLYNSQFDTEEAVAEYA
NTDB id 61543 SII RS07530 WP 020999088.1 DTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGNHDQLMEENGFYADLYNSQFDEEAEYA 586
NTDB id 370 SMU RS04260 WP 002263294.1 DTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!! !! **
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