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BSU 35470 NP 391427.1

LCA RS02545 WP 011374200.1 Q
SP RS11275 WP 000867616.1 ECLLMKRVRSDQ LYYFPQEDFPKORMDVLKWRGQLTPFQEKVSEGLLQMVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAYV|
SPR RS10250 WP 000867601.1 ECLLMKRVRSDQ LYYFPQEDFPKOEMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAYV|

SPD RS10765 WP 000867601.1 ECLLMKRVRSDQ LYYFPQEDFPKOPEMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAYV|
KZH43 RS10090 WP 000867601.1 ECLLMKRVRSDQ LYYFPQEDFPKOEMDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAYV|
SM12261 RS09240 WP 000867722.1 |HGIRRUNGAREIIASINAERAANNNAE . .

SMSK321 RS10515 WP 000867726.1 |HGARRILGARASINA VIRAANARNHRNIANCE . .
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SP RS11275 WP 000867616.1 . NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
SPR RS10250 WP 000867601.1 . BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
SPD RS10765 WP 000867601.1 . RSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
KZH43 RS10090 WP 000867601.1 BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
SM12261 RS09240 WP 000867722.1 BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
SMSK321 RS10515 WP 000867726.1 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVK
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SMSK321 RS10515 WP 000867726.1 GELKRLSJLPRRFHGNPLIIPKP WLSDFNRYL K|QMLSPKLKSYIEKQRKT
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