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AL OALOEE YL e L o ARSedh AT

M FEKIEWAYRILLL NUQIL RWLMTIMAYDAL EQN \JYLI RNWSAADM KIqNNioWL BLILMKEEWRR QF M KANQ = 1§LQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

T e LA

NHQFTPDSIGFI gy L [NL NKI®3 D EIGSGEGNLAETI NN Ky DY G E DDLLID SASIADV D VEJFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

UED PO B WS

PQ LKESDVIISDLPVGFYP DWIAQRY VA [MHTYAHHLLMEQSLKYLKE GMAIFLAPRDLLTSHQSPLLKNWL QNN T
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

W b VLRHCRaRsesY 2 ) e oF R epur

A I LPE Fl§ I\ MK IFVLKKQW Q PIAAYAIRSIIRNN () ADJRL TjaS EK|3( N|YS|Q8 S E T 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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