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AL VPSS HETLLT IR LS SRR

MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ
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MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ
PELLLL e rrrrrrrrrrrrrrrrrrrrnd

NLSOPCRLLATE N EE AL X R ERABIEYTALS I L G IR

RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
RQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]

3R] ALTONEGEHERAE AL AN Y UL LV AT

DSGIKFPDRIMALITGDVKE NEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNBPLFVIKGITIIVLALFAQYTNYAP
DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLEJL AQYTNYAP
DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYKPLKRLNLPLFVIKGITIIVLALFAQYTNYAP

SR T KR LR FHPLIVDLRES L L AORELE LT

SAVRAIIMTTLVL ITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
SAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
SAVRATIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF

POV PO L DI TRV LRGSR

IVAIPFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF
IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF
IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHF SVISKFNDWIF

IOV LARRYLVTE LT e LN RO |

I FIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS
ITFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS
IIFIISVYYIFWLLAKRKYILVTVWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS
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L TR LT e 1 R RS LU DR

KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS
KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS
KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIIIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS

LR U VIR SN R DL R AL

FLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSRTSSSKEFIEMIKPKISLISSG
FLEFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG
FLFFDSFIPNSRDKNEYSIITMITY(ONKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG

L ENRCH R ST DLDLADY

KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSESYGNASGL 733
KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSNSYGNASGL 733
KNNMYHLPNIEVVKRLQRIRSRIYNSQQONGQVTIDLDDNLKVDSNSYGNASGL 733

K| non conserved
B similar
>50% conserved
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