
logo MS IVSNATVTKVEEFDEDFEQDEEAI LMDESVI
LETVDAEELTSTDTEKESLQSVADDVDEGVAQI

SEDAVKREEGFDASATKSLDATQMYLSE IGFSPLLTAEQEEVLYARRASL
NTDB id 61382 N175 RS12555 WP 013857714.1 MSISNAVTKVEEFEDQE.IMDSIEVDEELTTTKSQSDDDVQIEDAKEGFDASTKSLDATQMYLSEIGFSPLLTAQEEVLYARRSL 84
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!*!! !!!!!!!* ** ** *! ! !!!* * !! *! !!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!! !

logo RGDEAARKRMIESNLRLVVKI SRRYGSNRGI
L
ALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I

NTDB id 61382 N175 RS12555 WP 013857714.1 RGDEAARKRMIESNLRLVVKISRRYGNRGI......EEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 163
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!*******!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEE IAFLEQLDKRPVDEDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILPDSTHNNASDPEFI STQDDD
NTDB id 61382 N175 RS12555 WP 013857714.1 HVVKELNIYLRTARELSQKLDHEPTAEEIAFQLDKPVEDVSKMLRLNERISSVDTPIGGDGDKALLDIIPDTNNSDPEISTQDDD 248
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**! !!! !!!!!!

logo I RESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LVKQGLNMEALFNVEYDN
NTDB id 61382 N175 RS12555 WP 013857714.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYD. 327
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*
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