
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFSYRKQKFKRLQNTLMALAFLAVLS I ITPLTI
VT

NTDB id 61373 N175 RS12110 WP 029189901.1 ................................................MFRFSRKQKFKRLQNTLMLAFLVLSITPLTVT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!! !!!!!!!!!!!!! !!! !!! !!!*!

logo AI
LFFLHQSHSTKDLEQEQQSTSHYLLVSVRDNTKQQQVI

LDYLMMTAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDGLVDS IDEAQAREHAQ
NTDB id 61373 N175 RS12110 WP 029189901.1 AIFFLQSHTKDLQEQSTSHLLSVRDTKQQQVLDYLTAKESEVMGFVRSELAYASGGRFYGLVNAFQRLGLDIDQAREHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!*!!! !!!!*!*!!!! !!!!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !* !!!!!!

logo QRYIPTGSGDQIKTS IVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDI LLVDI
LDGDNVVYS IVYKHYDNFYGTNLLTGKYKQ

NTDB id 61373 N175 RS12110 WP 029189901.1 QRYIPGSGDQIKTSILPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDLDGDVVYSVYKHDNYGTNLLTGKYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!*!!*!!*!!!!!!!!!

logo DSTNLGHKTFKRQRLEQQTVGNEQRKI
TNEDEFYTPVI

V I SDFSVQEQDEGKQQSVYAWLGAP I IQQGYLHSYAMFRLPNSNAGITKL IVADEGTNSASNTPSQS IM
NTDB id 61373 N175 RS12110 WP 029189901.1 DSNLGKTFRQLEQQVGEQRKINEEYTPVIISDFSQQEGQSVAWLGAPIIQQGYLHSYAMFRLPNNGITKLVADTNATSQI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!* !!! ! !!!! !!**!!!*!!!! ! *! !!!!!!!!!!!!!!!!!!!!!! !*!!!!*!* * *
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LPEKEAFYARVHRQ
NTDB id 61373 N175 RS12110 WP 029189901.1 RTLLVGQDHHSRILSYTQQEIETSQKVINLALSGLSAVGTYTNTLNEKTIAAYAPVANKNINWALVVEIPEKEAYARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!!*!! !* *! ! !* !!!!! !!!!!!!! ! !!!!!!* !!!*!!!!!!*!!!!!*!!!*!

logo LEKLF IVFAMLTAI IVLVVIASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEANMVINTDERKDE IGRLAVSFERMQRS IREKI
M
Q
SL I

NTDB id 61373 N175 RS12110 WP 029189901.1 LEKLFIFAMLTAIILVVIASHYLSNFITSPLLKLTWAAEKVSAGDLDENVINTDRKDEIGRLAVSFERMQRSIREKMQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! *!!!*!!!!!!!!!!!!!!!!!!!!!!* !!

logo KASQNKELESNI
L
L
Q
I
L IRKQNDELHQLANKLKDEFLATTSHELRTPLHGMI

VGIAEAL I SGASNSGPTI STAADHKRYQLDGI I I SSGQRLAT
NTDB id 61373 N175 RS12110 WP 029189901.1 KAQNKELESNIQLIRKQNDELHLANKLKDEFLATTSHELRTPLHGMVGIAEALISGSSGTITADHRYQLGIIISSGQRLT 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !!!!!!!!* *!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !*!*! !*!!! !!!!!!!!!
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NTDB id 61373 N175 RS12110 WP 029189901.1 NLVDDLLDYHKMRYGSLDIKQCAVDLSGATRLVLELSNHLLNKKPIRVINQIPDECIWVSADPQRLEQVLYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! !!! !!!!!! !!!!!!!!!*!!! !!**!*!!!*** *!!!!!!!!!!!!!!!!*!!!!!!

logo TSTEGKIV I SANTVYI
VDDKI

VRVQVVDTGQGIPAEQLEHI FEPL IQAGHQDASRYRQGAGLGLS I SRQL I ELMHQGTLYVSSQPMV
NTDB id 61373 N175 RS12110 WP 029189901.1 TTEGKIVISANVVDDKIRVQVVDTGQGIPAEQLEHIFEPLIQAGQDASRYRQGAGLGLSISRQLIELMQGTLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !*!!!!!!!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo GTTFSFTLPLASEKAEE IAEQSATRSLYMTEALGPHFQASPETI
V
L
SDI

SELPEMQHSNSLPENEKEHGPLVLL IVADDEPVNLRVLDSFLRLEGYQRVHRTAKQ
NTDB id 61373 N175 RS12110 WP 029189901.1 GTTFSFTLPLASKAEIESTSYMEAGHFQSPTISDIELPEMHSLPENKEGPVLLIADDEPVNLRVLDSFLRLEGYQVRTAK 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!! !! ! *!!! ! * ! !!!! * !!!! *!!*!!*!!!!!!!!!!!!!!!!!!!! !*!!
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K
REKPELLVLLDIMMPGLMSGYQVCEKLREQTYDHAELP I IMLTALNQSTDDRVRGFAEAGANDYLSKPFNKQELA

NTDB id 61373 N175 RS12110 WP 029189901.1 DGNEVISAVEKEKPELLLLDIMMPGLSGYQVCEKLRETYDHAELPIIMLTALNQTDDRVRGFAAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* !* !* *!!!!!*!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!

logo AR ITVAHLTASKAELQRR I ENANQLQKQELKHRAMVEASLLETQGRLLEQLESAPEAI ILC I
V
K
R
D
E
D
G
H
NKI

VRFANEAAARLFRRSTPQEQ
NTDB id 61373 N175 RS12110 WP 029189901.1 ARITAHLTASKAEQRRIENNQLQQELKHRAMVEASLLETQGRLLEQLESAPEAIICIRDDHKIRFANEAAARLFRRSQEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!!!!!!! !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*** *!*!!!!!!!!!!!!!**!!

logo LKRSNAEEL IAPKFYLNVI
VEQEHYCGNIDI

VYVDEDTVRQHLMSADVLRLPDQGSGLQAMYI FNVGGNS IVNAAR IHNNLETAI
VEALSSY

NTDB id 61373 N175 RS12110 WP 029189901.1 LKRSNAEELIAPKYLVVEQEHYCGNIDIYVEDTRQHMSADVLRLPDGSGLQAMYIFNVGGNINAARINNLETAIEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!!!!!!!!!!!*! *!!!!!!!!!!*!!*! !!!*!!!!!!!! !!!!!!!!!!!!!! *!!!!!*!!!!!*!!!!!!

logo AFEGDKDEKLQKQLKELGGEFTR I
LADKAVSGESYQSKQDLMRAEVLVEAMTSALDNYWERVSGNQSKFTFAEQSGLWRVYLDRSTLQ

NTDB id 61373 N175 RS12110 WP 029189901.1 AFEGDKEKLQQLKELGGEFTRIADKVSGESQSKQDLMREVLVEAMTSALDYWERVSNQSKFTFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!!*!!! !!!!!!!!!!*!!! !!! !!!!!!!! !!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LDEHCKQEAHGPERSTHI EAMQRDKLQKLLTSESL
NTDB id 61373 N175 RS12110 WP 029189901.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILDHCQEHGPERSHIEAQRDKLQKLLTSSL 1130
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE. 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !*!!!!*!!! !!!!!!!!!!! *
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X ≥ 50% conserved


