
logo MQRQEHPQPTFFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPANDYLPASPEAAL ITGITPQKANVASQGLAPEPEF IAKR
NTDB id 61364 N175 RS06865 WP 013856630.1 MRQEHPPTFFFLDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPADYLPSPEAALITGITPQKAVAQGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!!! !!!*!!!!!!*

logo IHAQEQLASTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI ENWPENDDEGFTSFKLEHLSVA

NTDB id 61364 N175 RS06865 WP 013856630.1 IHQQLATPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGINWPENDEGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!

logo NGI EHASNAHDAMADVIATI ELAKKVKAAQPKLFDYFFNTMRHKRKLNTDEL IDIVNMQTPLMHVSGMLGRECRHQYTSWIVP IAWHPTNQN
NTDB id 61364 N175 RS06865 WP 013856630.1 NGIEHANAHDAMADVIATIELAKKVKAAQPKLFDYFFNMRHKRKLNDLIDIVNMTPLMHVSGMLGRECQYTSWIVPIAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *!!!!!! !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!

logo AVIVVDLAGKDNPQPL ILDELDSASEETLHQAQRLYTKRRYEDELAEPDELPVP I
VKLVHLNKCAP I LAPAKTLTAENADQHKIG I

VDRENLQCLAEHLANLVI
L
K
RQHYP

NTDB id 61364 N175 RS06865 WP 013856630.1 AVIVVDLAKNPQPLIDLSSEELHQRLYTKREELAEDELPVPIKLVHLNKCAILAPAKTLTAENADHIGVDRNLCLEHLALLKQYP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*! !!!!**! ! !* !!!!* !*!!*!!!!!!*!!!!!!!!*!!!!!!!!!!!!! *!!*!! !! !! ***!*!

logo E IREKL IVGTLVFYSTI
QEREFYKNHQESDSDVDSTQLYADGFFSPADKRAAME I IRQTATADPEVNLAGASLADIRSFVASDKR I EPLLFRYRARHYPHLTLSTDETEQRR

NTDB id 61364 N175 RS06865 WP 013856630.1 EIREKLIGLYTIEREYKHSDDVDTQLYDGFFSPADKAAMEIIRQADPVNLAALDISFSDKRIEPLLFRYRARHYPLTLSDEEQRR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* *** !!!* * !!!*!!! !!!!!!!*!!!!!!! ! !!* ! ! !!!!!!!!!!!!!!!!!*!!*! !!!!

logo WAATHCRDYFERSHNLEEGYMLNLENLVHETHQSASDEPKKMAI LKSVYHRYVEDKI
LACS

NTDB id 61364 N175 RS06865 WP 013856630.1 WATHCRDYFESHLEEYMLNLENLVHTHSSDEKKMAILKSVYRYVEDIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!! *!! !!!!!!!!!! ! !*!!!!!!!!!!*!!! *!*
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