
logo MKKI SLLLVAGSLLCSAVLFLVACSNQKKQADGKLNIVTTFYPVYEFTKQVAGDETANVDELL IGAGTEPHDEYEPSAKAVATKIQDADATFVYEN
NTDB id 61213 R8623 RS10530 WP 000724074.1 MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN 85
NTDB id 436 SPR RS10070 WP 000724074.1 MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN 85
NTDB id 433 SGO RS09480 WP 012130953.1 MKKISLLLVGLLSVFLVACSNQKKADGKLNIVTTFYPVYEFTKQVAGDEANVDLLIGAGTEPHDYEPSAKAVATIQDADAFVYEN 85
consensus !!!!!!!!**!***!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!*!!!!!!!!!*!!!!!*!!!!!

logo ENMETWVPDKLLKDTLKDNKKKEVTKVTIKATGKDMLLLPGGEEEEEGDHEDHGEEGHHHDEYFDPHVWLSPKVRAIQKMLVEHIRDSLSKAADYPEDKKAEATF
NTDB id 61213 R8623 RS10530 WP 000724074.1 ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF 170
NTDB id 436 SPR RS10070 WP 000724074.1 ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF 170
NTDB id 433 SGO RS09480 WP 012130953.1 ENMETWVPDLLKTLKNKKETVIKATGKMLLLPGGEEE.EDHEHGEEGHHHDYDPHVWLSPKRAIQMVEHIRDSLSKAYPEKKAAF 169
consensus !!!!!!!!*!!*!!**!!***!!!!!*!!!!!!!!!!**!!*!!!!!!!!**!!!!!!!!*!!!**!!!!!!!!!**!!*!!**!

logo EKNAAAYIKEKMLEQASLDKEAYEAAEGLASNQAKQKSFVTQHAAFNYLALDYGLKQVPAI SGLSPDSAEPSASARLAELTEYI
VKKNKIKAYIYFEEN

NTDB id 61213 R8623 RS10530 WP 000724074.1 EKNAAAYIEKLQSLDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN 255
NTDB id 436 SPR RS10070 WP 000724074.1 EKNAAAYIEKLQSLDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN 255
NTDB id 433 SGO RS09480 WP 012130953.1 EKNAAAYIKKMEALDKEYEAGLANAKQKSFVTQHAAFNYLALDYGLKQVPISGLSPDSEPSASRLAELTEYIKKNKIKYIYFEEN 254
consensus !!!!!!!!*!***!!!*!**!!**!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!*!!!!!!!!*!!!!!*!!!!!!!

logo ASQALASNTLASKETAGVEKLTDVLNPLESLTEEQDTKDAGAEDNYI S IVMQEAKNLKALKKQTTDQEGAPEAIAEAPEKEAEDTKTVQNGYFEDSAAVKDRTL
NTDB id 61213 R8623 RS10530 WP 000724074.1 ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL 340
NTDB id 436 SPR RS10070 WP 000724074.1 ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL 340
NTDB id 433 SGO RS09480 WP 012130953.1 ASQALASTLAKETGVELDVLNPLESLTEEQTKDGADYISIMQANLKALKKTTDQEGAEIAAEKEEDTKTVQNGYFEDSAVKDRTL 339
consensus !!!!!!*!!*!!*!!**!!!!!!!!!!!!*!!*!**!!!*!**!!!!!!*!!!!!!**!**!!*!!!!!!!!!!!!!*!!!!!!!

logo SDYAGENWQSVYSPYFLKEDGTLFDQVFDYKAKLTGKMTAQAEYKDAYYDTKGYKQTDVSTNKINITDKNTMEFVVQDGGKQSKKYTYKYVGKHKTI LTYSKK
NTDB id 61213 R8623 RS10530 WP 000724074.1 SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK 425
NTDB id 436 SPR RS10070 WP 000724074.1 SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK 425
NTDB id 433 SGO RS09480 WP 012130953.1 SDYAGEWQSVYSYLKDGTLDQVFDYKAKLTGKMTAAEYKDYYDKGYKTDVSNINITDKTMEFVVDGKSKKYTYKYVGKHTLTYSK 424
consensus !!!!!*!!!!!**!*!!!*!!!!!!!!!!!!!!!*!!!!*!!*!!!*!!!**!!!!!*!!!!!**!*!!!!!!!!!!!**!!!*!

logo GNRGVRFMLFEATDADAGQYFKYVQFSDHNIAPTVKAAEHFHI FYFGGETSQEATLFNEELMEDNWPTYYPSDKNLTSGQE IAQEMLAH
NTDB id 61213 R8623 RS10530 WP 000724074.1 GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
NTDB id 436 SPR RS10070 WP 000724074.1 GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
NTDB id 433 SGO RS09480 WP 012130953.1 GNRGVRFMFEATDADAGQYKYVQFSDHNIAPTKAAHFHIFYGGESQEALFNELENWPTYYPSKLTGQEIAQEMLAH 500
consensus !!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!*!!*!!!!!*!!*!!!*!!*!**!!!!!!!**!*!!!!!!!!!!!
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