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L Ar A RO AT WA DERNELL A T e A R

MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
MKKISLLLEA¢LI® FLVACSNQKKADGKLNIVTTFYPVYEFTKQVAGDEANV LLIGAGTEPH YEPSAKAVANWIQDADIAFVYEN

HETN BHQTWISKKM g e NN e

ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
ENMETWVPLLISTLISUKKINWYTKATGIMMLLLPGGEEEADH HGEEGHHH DPHVWLSPJQRAI[ VEHIRDSLSUEEAYP KKEWAF

A 0 S T

EKNAAAYIEKLQSLDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
EKNAAAYIEKLQSLDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
EKNAAAYTJSK LDK|2Y|o¥AGL AKQKSFVTQHAAFNYLALDYGLKQVIJISGLSPD EPSA RLAELTEY KKNKIMYIYFEEN

T T BT

ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
ASQALASTL KETGVELDVLNPLESLTEEQTKDGA YIS M ANLKALKKTTDQEGAEIAAEKEEDTKTVQNGYFED AVKDRTL

LT T G S

SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
SDYAGIAWQS VYR LKDGTLDQVFDYKAKLTGKMTAAEYKDYYDKGYKTDV IMINITDISTMEF ViIGISSKKYTYKYVGK L TYRK

RN S

GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
GNRGVRF FEATDADAGQ KYVQFSDHNIAPTKAAHFHIF GGESQEALFNEL NWPTYYPSISL. GQEIAQEMLAH 500

X non conserved
B similar
> 50% conserved
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