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NTDB id 61109 BASU RS08705 WP 020955837.1 VSKECAKELAAGVRKLTGSDIGISFTGVAGPDPQEGHAPGRVFIGISAEGKEEVHEFNFAGSRTG.IRKRAAKYGCHLILKMLDQ 415
NTDB id 124 BSU 16930 NP 389575.2 VSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGKEEVHEFHFAGSRTG.IRKRGAKYGCHLILKLLEQ 415
NTDB id 462 GPW51 RS00385 WP 012774894.1 ..GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGISQKEIDLGGYSWQYLRQLACLQAWDFVRNTL.. 393
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NTDB id 239 SPD RS09270 WP 000642701.1 VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS 417
NTDB id 510 SM12261 RS08320 WP 000642690.1 VSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS 417
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