
logo MLAELS IKNFAI I EESLSTLVSFDEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRFYGAEAEKAE I
LEGLFLLDEDSNGRHPCVCLGQKVCAEQVG

NTDB id 61053 M493 RS11485 WP 020960520.1 MLAELSIKNFAIIESLSLSFDKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRFGAEKAEIEGLFLLDDNRHPCCQKCAEVG 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGVCAEQG 84
consensus !!!!!!!!!!!!!! !**!!**!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!*! !!!*!!!!!!* * !!** !!! !

logo IDVNSDEEGMI
VVLMRRDI LSATNSGKSVCR I

VNGKLVTI
TASVLRDE IGARLTLLVDIHGQHDEHNQELLMDEDPESNRHLPQLLDEKFAGGAEVAEESALAKRTYQRAEGVYKQQRHY

NTDB id 61053 M493 RS11485 WP 020960520.1 IDVNEGMVVLRRDILANGKSVCRINGKLVTTAVLRDIGATLVDIHGQHEHQELMDPSRHLPLLDEFGGAEVAEALARYRAVYKQH 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
consensus !!! * !*!*!!!! !!!!!!*!!!!!! ! !!*!! !*!!!!!!**! !!** !!*!!! !*!!!! !! ! ! *
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A
KLLVKKLKKQLSENSEQEQMAHRLDL ILQTFQLERE I EQSAKTLELPGNEDEQRLMQEEKRQVQRI SVNFEQKIYEGAS ILQKNASYENALARGSEGQGRGLDSWI

VGEMAMSAIQL
NTDB id 61053 M493 RS11485 WP 020960520.1 EALVKKLKKLSENEQQMAHRLDLLTFQLREIEQATLEPGEDERLMEEKVRIVNFQKIYGAIQKSYEALAGEGRGLDSIGEAMIQL 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
consensus !*!!!! !!! !! !!!!!!!* !!! !!! ! !!* !!! ! !!* ! !! !!! *! ! !! ! !!! *! ! !!
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SLKEKAMHSESTVASNSYYLLEDAVMTFYKQLMRDNMQLDEELEFYDPAERLDNAYI ESTRLANE IKQQLKRKYGATI

V
A
EDI LEQYAGSAKIAEEE IDEQTI EN

NTDB id 61053 M493 RS11485 WP 020960520.1 DDVAAMDASLKEAHETVANSYYLLEDVMYKLRDQLEELEYDPARLDAIESRLAEIQQLKRKYGATIADILQYAGAIAEEIETIEN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus *!* * *!! *!*! !!!!!!!! * *! !*!!!*!! !! !!*!! !! !!!!!!!!!* !!! !! ! !!!* !!!

logo RDESTHLVHQESLEKKREQLADASVGTGKDLVALVEAAKHNVSTNQI
VRKQATW

YAKRDKLAIDGER IHQRELKDSLYMEKSTQTFDI
T
E
LFAKKVRETAGSRNPELDEAPLVDNGQVPVKQFLHTEDQGI

NTDB id 61053 M493 RS11485 WP 020960520.1 RETHVHELERQLAAVTGDLLVEAKHVTNVRQAYARDLIGRIHQELKDLYMEKTQFDILFAKREG..PLDAPLVDGVPVKFHEDGI 423
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
consensus !**!** ! * ! ! !* !!! *!***! *!* ! !! !!! !!!!!* !! ! ! **** *!!!! ! !! *! !!

logo DALVEKFLYI STNTVGEPLKPSLSVKVASGGELSR I
VMLAI

LKSTI FSKSHQQDGVTS I I FDEVDTGVSGRVAQAIAEKIHYKR I
V
A
S
I
SGSQVLC I STHLPQ

NTDB id 61053 M493 RS11485 WP 020960520.1 DAVEFYISTNVGEPLKPLVKVASGGELSRIMLALKTIFSKHQGVTSIIFDEVDTGVSGRVAQAIAEKIYRIASGSQVLCISHLPQ 508
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
consensus ! ! ! !!!! !!!!!*! !!!!!!!!!!*!!!*!*!!! *! !!!!!!!!!!!!!!!!!!!!!!!!!*** !!!!!!!*!!!!

logo VAAMADTHLLYIAKELTDKDGGTRTKTTRVVKKPLDSEKEQEKVAKE IGRMIASGVEMVTDELTKQRHAKELLEKLQAADKQMVKQTTG
NTDB id 61053 M493 RS11485 WP 020960520.1 VAAMADTHLLIAKETDGTRTKTVVKKLDEEEKVKEIGRMISGVEMTELTKQHAKELLELAAKMKQ.. 573
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!!! !!!! !! ! !!*! !!! !!!!!! !!!*!*!!! !!!!!! ! *! **



X non conserved

X similar

X ≥ 50% conserved


