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MKKISLLLYf4LI® FLVACSNQKJSADGKLNIVTTFYPVYEFTKQVAGD|BANV LLIGAGTEPH YEPSAKAVAQNIQDADEFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN

TV LRt AT 1Lt EE e A e AOSLSe e

ENMETWVPILLISTLIQUKKIPRYTKATGIWMLLLPGGEEEQADH HGEEGHHH DPHVWLSPYRAI{N VEHIRDSLSEEAYP KKELWAF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRATIKLVEHIRDSLSADYPDKKETF

e T S e

EKNAAAYTI|SK ALDKIRYIHAGL AKQKSFVTQHAAFNYLALDYGLKQVIJISGLSPD EPSA RLAELTEY KKNKIQYIYFEEN
EKNAAAYIEKLQALDKAYWYEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
EKNAAAYIEKLQ LDKAYBEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN

AL TOMPLES TEEOTR 0 ExAALRGTTIRE o ATIRAC RN

ASQALABTL KEGVIRSDVLNPLESLTEE[NTKINGEY YISIM BINLKALKITTDQEGIMAIEWAEKIREDTKTVQNGYFED AVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISIMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYIS MEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL

A A T A

SDYAGIAWQSVYE] LIWDGTIMDQVFDYKAKLTGKMTEIAEYKRYYRKGYJYTDV NINITDINTMEFVEPGISSKKYTYKYVGK PLTYRK
SDYAGNWQSVYPFLEDEJ{FDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQRSKKYTYKYVGKKILTYKK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK

AR SEOGH nb Fe eae oL THPOUS EAE Ui

GNRGVRF FEATDADAGQ KYVQFSDHNIAP@KARHFHIF GGIASQEALFREIM NWPTYYPRIML GQEIAQEMLAH 500
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQEALFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQEWLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
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