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NTDB id 61007 RBAU RS15330 WP 020954299.1 MKNFIKQFTISVIILSLVYVCYVSYININGIIIGTKVIENKNKQFQVIEMSETTYGKFVGLEKGDIILKINKEKPSAKFLKGDNL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
consensus !!! !! !!! !!*!!**!**! *!! *!!!!!!!!** ! !! * !*!!**!! !!!! !!!!!!!!!!!!! !*!! !
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NTDB id 61007 RBAU RS15330 WP 020954299.1 SHIKSLDVSRNGKQIHLDDFDIVNLDKSYSFFVFVLPLVFYFLSIVCIFYILKVNQTRKSFAGYILILFLLDISIAYISAGGPFR 170
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
consensus !!! !!!* ! !! !!! !!!*! ! **!!!!*!!!!! !!!!!!*!!!!!!!!! !*!!!*!!!!! !!!!!!!!!!!!!!!!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 GHSFNRYVNLFTFIASPIFYLQFIQQYFEELGKKFANRLINFLYIFPIFNIILEFFRKKLPFE.NIITNLNLISFFLVTLSGFVL 254
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSA 254
consensus !! !!!*!!!!!! !!! !!!!!! ! !*!! ! !!*! !!!! !!!!* *!!! !* ** * !!!*!! *!! !

logo

I
V
F
Y
L
YHLNYKYKYASEHASFYI LKLVL I LTNTLSFAPFL ILFFYVALP I

NI FLTGDNYI FPALASASLLVL IPFGLVYQFVANKI
MFDI EF I LGRMRYY

NTDB id 61007 RBAU RS15330 WP 020954299.1 VFYHLYKYKYSEHAYILKVLILTNTLSFAPFLLFYVAPNILTGDYIFPALASASLLVLIPFGLVYQFVANKIFDIEFILGRMRYY 339
NTDB id 91 BSU 31690 NP 391047.2 IYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYY 339
consensus ** !! !!!! !! *!!!*!!!!!!!!!!!!!*!*! ! ! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 TLLAVIPTLVIVGVLSVWAGTNALQMNPIRQTVFIFIVMFAVFYFKEIIDFKFRLKRFSEKFNYQDSIFKYTQLIRSITSLKQMF 424
NTDB id 91 BSU 31690 NP 391047.2 ALLAMIPTLLIVGALVLFD.VMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVF 423
consensus !!!*!!!!*!!! ! ** * *!!!!*!!!!! !*!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!! !*!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 KELKKTILDVLLVSKAYVFEVTSEGDILYHDKRDNEPDWEMYSKEFKKVTSEIGKIIELNRGFLIKIGERGGSSYVLLCLSSINT 509
NTDB id 91 BSU 31690 NP 391047.2 KELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINT 508
consensus !!!! !!!!!!!!!!!! !!!!*** ****!!** !!! ! !! !!!!!!!!!!*! !!!*!*!!!!!!!!!!!!!! !!!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 PRLTRDEISWLKTLSFYTSVSMENVIQIEELMNHLQDLKQQGSNPVWLKKLMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELF 594
NTDB id 91 BSU 31690 NP 391047.2 PRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELF 593
consensus !!!!!!!!!!!!!!!!!!!!!!!!!**!!!!! !! !!!! !*!!*!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!



logo LAGDFKKDDEENPCHREI EVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLLYDLGLVKALVSKLAVAQQQERAVPFHIRLNTGRFTAASLDLDSTQ
NTDB id 61007 RBAU RS15330 WP 020954299.1 LADFKK.EEPCHIEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDTQ 678
NTDB id 91 BSU 31690 NP 391047.2 LGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQ 678
consensus !*!!!!** !!* !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!! !!!!!!!!!!!!! !!!!*!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 LNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGFNQEEGGGQSMSMGLSGIKERVRALDGRMKIDTSEGNGFKA 763
NTDB id 91 BSU 31690 NP 391047.2 LNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKA 763
consensus !!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!!!!!! !! *!!!!!!!!!!!!!!!!!!!**!*!!!! !!!!
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NTDB id 61007 RBAU RS15330 WP 020954299.1 DIEMEL 769
NTDB id 91 BSU 31690 NP 391047.2 DIEIEL 769
consensus !!!*!!
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