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NTDB id 61001 RBAU RS13430 WP 007408162.1 MLLILFFLGLIFGSFFYTAACRIPLRISVISPRSACSFCRLPLSWGELVPVVSYILQRGRCRNCRAKLSVMYPAAECWTACLFTA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !! !!! !!! !!!*!!!*!!!!!**!*! !!! !*!!! *!***!!*!**!** !*!*!* ! ***! !!!!!!* !!!!! !
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NTDB id 61001 RBAU RS13430 WP 007408162.1 AGIHFGFSKELLVALLFLSLLMIVTVTDLQYMLIPDKVLLFFLPLFIAGRMFSPLDSWYAGFAGAVCGFFLLVFIMFVSKGGIGA 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!*!! ! !! *!**!*!!!*!! !!!***!!!! **!*!!!! !*!* !!!!!!!!! !! *!! ! ! ***!!*!*

logo GDI
VKLFAGVIGFLTVLGVKLML

V
A
L
A
IAFFFLSVLMIGALVYGAMACAAVALRTGRLAGKKRQPFLPFAPAIASAGSAI LASYLYGDEES ILFI SFY IKLMALSGGA

NTDB id 61001 RBAU RS13430 WP 007408162.1 GDVKLFGVIGLTLGVKLVLIAFFLSVMIGAVYGMCAAARGRLGKKQPFPFAPAISAGSALSYLYGEELFSFYIKLASGGA 250
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG.. 248
consensus !!*!!!*!!! !!!!** !!! !!*!!!*!! *! !!!*!*!! !!!!!! !!! ! !!!!* * !!!!!*! !**
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