logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

60941 R8635 RS04635 WP 000782677.1

286
285
284
283
380
299
331

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

60941 R8635 RS04635 WP 000782677.1

286
285
284
283
380
299
331

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

60941 R8635 RS04635 WP 000782677.1

286
285
284
283
380
299
331

consensus

KZH43 RS05975 WP 000782664 .1
SPD RS06395 WP 000782664 .1
SPR RS06100 WP 000782664 .1
SP RS06670 WP 000782668.1
SMU RS01250 WP 002262749.1
STER RS01050 WP 011680667.1
STU RS10485 WP 011225365.1

KZH43 RS05975 WP 000782664 .1
SPD RS06395 WP 000782664 .1
SPR RS06100 WP 000782664 .1
SP RS06670 WP 000782668.1
SMU RS01250 WP 002262749.1
STER RS01050 WP 011680667.1
STU RS10485 WP 011225365.1

KZH43 RS05975 WP 000782664 .1
SPD RS06395 WP 000782664 .1
SPR RS06100 WP 000782664 .1
SP RS06670 WP 000782668.1
SMU RS01250 WP 002262749.1
STER RS01050 WP 011680667 .1
STU RS10485 WP 011225365.1

(

W

TELELAR: AR IAAEE DR LAV A o)

MKMKQISDTTLKIT SLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKIDQNLD
MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKIDQNLD
MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKIDQNLD
MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKIDQNLD
MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKIDQNLD
MIAIMKQIS TTLKITIS EDL}|® RGME |{DFL PQEKTEEFFYjy DEL |WP WNFIND GMLSFRVTP YD DVFVTKS|AT I

MIAMKQIS TTLKINII EDL|® GME |S{DFL PQEKTEEFFYgy DEL |[WPDNFIY GMLSFRVTP |4D VDVEFVTKSIY I

E
B

llll*** kokkokk | Dk |k bl skskskskon | skskk | Pskosksk |oookok * I % % ok k |k ok %k ok k ok kb okokookok |k | oskok koK ok

LAEATY, LS ea L Lo ot R Reshpmsushov b, sl
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