
logo MASGTNRKTNDMVMTVHYCSFCGKNQDEEVKQKI IAGNGNAVF ICNECVELASQE I IREELAVEEVLADLSEVPKP I
KELLAHI LDNHSYVIGQDRAKRAL
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logo AVAVYNHYKR INSFHTDESTQREDEDSEQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI LLKL ILQAVAD
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VERAERGI IYVDE IDKIAKKGSENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPQQEMIQI
VDTKNI LF IVGGAFDGI E
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E IVKQRLGEKI

V IGFGQNNKAKIDDENQSSYMQE I IASEDIQKFGI
L IPEFL IGRLPVFLAALEQLTVDDLVKR I LKTEPKRNALVKQYQTLLSYD
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D
GVELEFDDQEALQAE IANQKAI ERKTGARGLRS I I EETMLDLVMFE I

VPSQEDNVKTCLVR ITKEKATVDEGTDKP I LETAS
NTDB id 60939 R8635 RS03435 WP 000106346.1 DVELEFDDEALQEIANKAIERKTGARGLRSIIEETMLDVMFEVPSQENVKLVRITKETVDGTDKPILETA. 410
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