
logo MKYEDINENTIKITLSFDDLTDYDIKLSDFFGNQEVI EQFFYELVDELGLENRFGNVGMLTFQIQPFPQGVHMIVHEEAMLGEGG
NTDB id 609 V4T04 RS04795 WP 349651757.1 MKYEDINENTIKITLSFDDLTDYDIKLSDFFGNQEVIEQFFYELVDELGLENRFGNVGMLTFQIQPFPQGVHMIVHEEAMLGEGG 85
NTDB id 603 KW2 RS09195 WP 011676802.1 MKYEDINENTIKITLSFDDLTDYDIKLSDFFGNQEVIEQFFYELVDELGLENRFGNVGMLTFQIQPFPQGVHMIVHEEAMLGEGG 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E IPDDPEEFEELMTGFYNKLNE IGADMARERGITDFKPGLRGLPGATKKDEEAEHQEPDF IYYS IRYDEDI
MMSVLTGIKNVKFADEESEF

NTDB id 609 V4T04 RS04795 WP 349651757.1 EIPDDPEEFEELMTGFYNKLNEIGADMARERGITDFKPGRGLPGTKKDEAEQEPDFIYYSIRYEDIMSVLTGIKNVKFADEESEF 170
NTDB id 603 KW2 RS09195 WP 011676802.1 EIPDDPEEFEELMTGFYNKLNEIGADMARERGITDFKPGLGLPGAKKEEAEHEPDFIYYSIRYDDMMSVLTGIKNVKFADEESEF 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!!*!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!

logo YRYDGNFYLVVLDNQKAEKGKMHVESTRSRMMEYGEATKMSREFLQEYGECL IATTRALDVLRKI
NTDB id 609 V4T04 RS04795 WP 349651757.1 YRYDGNFYLVVLDNQKEKGKMHVESTRSRMMEYGEATKMSREFLQEYGECLIATRALDVLRKI 233
NTDB id 603 KW2 RS09195 WP 011676802.1 YRYDGNFYLVVLDNQKAKGKMHVESTRSRMMEYGEATKMSREFLQEYGECLITTRALDVLRKI 233
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!
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