
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER
NTDB id 60889 CYCME RS03160 WP 016390575.1 ..................................................................................... 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus *************************************************************************************

logo

VESAKEAVA
M
E
F
G
T
F
VGEKAKKVDGQTDVQTETAKQVAPPTTVEEHPKELGFWAFAGRLKNQGQLATKSTRDSGKLMATGKGSLAGGNLVFLGGKGKQIDGDEDLFYEELEMTLVL ILTAGDMVGI

MEATEQ
NTDB id 60889 CYCME RS03160 WP 016390575.1 ........MFGFGKKKDTDTTKQPPVEEPKEGFFGRLKNQLTKTRSGLTGGLGNLFLGKKQIDDDLFEELEMLLLTADVGIEATQ 77
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF.GGGQIGEDLYEELETVLITGDMGMEATE 169
consensus ******** ! ** !! ! !* *!!!* ! !*! * !* *!*! !! *!!*!!!! *!*!*!*!*!!!

logo

H
Y
I
L
I
M
K
S
D
N
L
V
R
T
G
QRVASLRKGQLAKDGPNQAELRTGQALKQEAELML

Y
D
S
I
L
I
L
E
KPLNEQKQAPLTVI

LPDESTDKEGPFVI LML
V
A
VGI

VNGAMGKTTSTIGKLAKRYFLQAEQGKSVLMLAAGD
NTDB id 60889 CYCME RS03160 WP 016390575.1 HIISNLTQRVARKQLADPQALTQALQEEMLSILEPNQQALTIPDSDGPFVILVVGVNGMGKTTTIGKLAKRLQAEGKSVMLAAGD 162
NTDB id 1118 NGFG RS11455 WP 003696286.1 YLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGD 254
consensus *** * !! ! ! !** ! !! ! * ** ! *! *!** !!!!** !*!! !!!!*!!!!!! !! !!!!*!!!!!

logo TFRAAAI
REQLQAEWGGKRNDNVETVI

V
A
SQHTTGADSAASVCI FYDAFVEQAKAKARGNIDI

V
L
VLADTAGRLHPTQLTHNLMENE I

L
K
SKI

V
K
NRVI

L
K
QKALDIDPGSAPHE I

T

NTDB id 60889 CYCME RS03160 WP 016390575.1 TFRAAAIEQLQEWGKRNDVEVVAQHTGADSASVIYDAFEKAKARNIDVLLADTAGRLHTQTNLMNELSKINRVIKKLDDSAPHET 247
NTDB id 1118 NGFG RS11455 WP 003696286.1 TFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEI 338
consensus !!!!!! !!!! !! !! ! !* !*!!*!!! !**!! !!!! !!**!!!!!!!! !! *!! !* !* !!* ! * !!!!

logo

I
M
L
VVLDAGNI

TGQNALVANQAVKANFDDKALTGPLTGS IL ITLVTKLDGTAKGGI ILAFAI
LANSDQFRKPLVP I

VRFYIG I
VGEGIDNDLRPFDAARAEFTVDTALFLDEKSETDH

NTDB id 60889 CYCME RS03160 WP 016390575.1 MLVLDAGTGQNALAQAKNFDKATPLTSITLTKLDGTAKGGIIFAIANQFKLPIRFIGIGEGINDLRPFDAAEFTTALFEKSETDH 332
NTDB id 1118 NGFG RS11455 WP 003696286.1 IVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD...... 417
consensus **!!!! !!!!* ! ! !! ! *!! * *!!!!!!!!!!!* !*! **!*!*!!*!!!! !!!!!!! ! !! *******

X non conserved

X similar

X ≥ 50% conserved


