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MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
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EKNAAAYTI|SK ALDKIRY|SFAGL AKQKSFVTQHAAFNYLALDYGLKQVIJISGLSPD EPSA RLAELTEY KKNKIYIYFEEN
EKNAAAYIEKLQALDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
EKNAAAYIEKLQ LDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
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ASQALABTL KEGVIRSDVLNPLESLTEE[NTKINGEY YIS M BINLKALKITTDQEGIMAIEWAEKIREDTKTVQNGYFED AVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
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SDYAGIAWQSVYE] LIWDGTIMDQVFDYKAKLTGKMTEIAEYKRYYPRKGYJYTDV WINITDINTMEFVEPGISSKKYTYKYVGK PLTYBK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
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GNRGVRF FEATDADAGQ KYVQFSDHNIAP@KARHFHIF GGIASQEALFREIM NWPTYYPRIML GQEIAQEMLAH 500
GNRGVRFLFEATDADAGQFKYVQFSDHN APVKAEHFHIFFGGTSQEALFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQEWLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
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