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NTDB id 425 SGO RS10525 WP 012131081.1 ...MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNN.NQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSE 81
NTDB id 539 SM12261 RS09395 WP 000681587.1 ...MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 256 KZH43 RS10270 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 215 SPD RS10945 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 181 SPR RS10425 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 145 SP RS11450 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 60849 KE3 RS09930 WP 020917669.1 MKKITFQKVNYKKILKPLSVILVGFIGGVAGTLLILNMAGISINNVSGSSTKTTTSKVSYSNTNDTTKAVEKVREAVVSVINYQS 85
NTDB id 381 SMU RS09890 WP 002262650.1 ..MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITG...NKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQK 80
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NTDB id 425 SGO RS10525 WP 012131081.1 SNSDAI.....FD......NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDIS 155
NTDB id 539 SM12261 RS09395 WP 000681587.1 NRQNSV.....FG......NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIA 154
NTDB id 256 KZH43 RS10270 WP 000681597.1 NRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIA 154
NTDB id 215 SPD RS10945 WP 000681597.1 NRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIA 154
NTDB id 181 SPR RS10425 WP 000681597.1 NRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIA 154
NTDB id 145 SP RS11450 WP 000681597.1 NRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIA 154
NTDB id 60849 KE3 RS09930 WP 020917669.1 NSSSNDLYMQMFGGNLDNNTNNGSDSDLSIASEGSGVIYKKDGNSAYVVTNNHVVDGASQIEIMLSDGTKVVGELVGTDTYSDIA 170
NTDB id 381 SMU RS09890 WP 002262650.1 TDNSYYNY...DS...GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLA 159
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NTDB id 425 SGO RS10525 WP 012131081.1 VVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLV 240
NTDB id 539 SM12261 RS09395 WP 000681587.1 VVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLI 239
NTDB id 256 KZH43 RS10270 WP 000681597.1 VVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLI 239
NTDB id 215 SPD RS10945 WP 000681597.1 VVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLI 239
NTDB id 181 SPR RS10425 WP 000681597.1 VVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLI 239
NTDB id 145 SP RS11450 WP 000681597.1 VVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLI 239
NTDB id 60849 KE3 RS09930 WP 020917669.1 VVKIASDKVTTVAEFANSDKITVGETAIAIGSPLGTDYANSVTQGIVSSLSRTVTMTNDDGETISTNAIQTDAAINPGNSGGALI 255
NTDB id 381 SMU RS09890 WP 002262650.1 VIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALI 244
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NTDB id 425 SGO RS10525 WP 012131081.1 NIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVV 323
NTDB id 539 SM12261 RS09395 WP 000681587.1 NIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVV 320
NTDB id 256 KZH43 RS10270 WP 000681597.1 NIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVI 320
NTDB id 215 SPD RS10945 WP 000681597.1 NIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVI 320
NTDB id 181 SPR RS10425 WP 000681597.1 NIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVI 320
NTDB id 145 SP RS11450 WP 000681597.1 NIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVI 320
NTDB id 60849 KE3 RS09930 WP 020917669.1 NIEGQVIGINSSKISSTSDSGSGNSVEGMGFAIPANDVVKIINQLEANGKVIRPALGITMANLSDLSTTTISRLNIPTSVTSGIV 340
NTDB id 381 SMU RS09890 WP 002262650.1 NIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIV 329
consensus !!*!!!!!!*!!!!** * ****!!!*!!!!!*!!***!!*!!!*!!*!*!!!!!!*!*!!!*********!**!**!**!**



logo VALRSTVQTSGNMPAEDNGVKHLKEKYDVITAEKI
VDGDTKDKEVI SASAISSTDI

LQS IVALYGKNHKSKTINGEDEKSTIKLVITFYYRDEGNKTGDKKEKQETEVTETS IQKLDTNKTSTSDQGDLNSEHSESNQ
NTDB id 425 SGO RS10525 WP 012131081.1 VRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE.. 397
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