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NTDB id 85 BSU 00860 NP 387967.1 EQVEDTKKSWKE.KQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDP 534
NTDB id 610 V4T04 RS10165 WP 012897346.1 DKIYKF....S..VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADS 543
NTDB id 287 SP RS11210 WP 001109712.1 ..........E..V.PVYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSH 538
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NTDB id 377 SMU RS09275 WP 002262344.1 ..........K..PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVG 541
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NTDB id 378 SMU RS02690 WP 002263569.1 FDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE 725
NTDB id 241 SP RS04015 WP 000882523.1 FDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD 724
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NTDB id 290 KZH43 RS10025 WP 001109677.1 IDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAG 793
NTDB id 289 SPD RS10700 WP 001109677.1 IDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAG 793
NTDB id 329 STU RS10020 WP 011225298.1 IDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSG 799
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NTDB id 378 SMU RS02690 WP 002263569.1 L.KAIMTSNGKIVIKASNKVETVTKATSD 753
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