
logo

MI
NEAI LVMVFI IL ISNTGMLLNTFYLVGTFVLVFI LVGLFI LFQSKQI

V
S
T
K
NVKTLSTFKKLELWTVLFI IS I FLQAI

VSFNFLMI
N
M
P
I
Q
A
K
V
Y
S
TMVANLVNVLFMKYDPAI ESPVI F

L
C
Y
F
L
I
L
A
S
L
VSFIHYHLNPRKQI

N

NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS.....ISNFLIMIAVTMVNVNLFYPAEP.LYFIALSIYLNRQN 79
NTDB id 541 H702 RS10470 WP 236726575.1 ..................................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 MIEIVVFIITMLLNFVGFVIVGILFQQITKVKLTFLEWVLIIIFLQAVSFFMNPQKYSMVALVLMKDISVIFCLLSVSFHHNPKI 85
NTDB id 60843 KE3 RS08915 WP 081665472.1 ..................................................................................... 0
NTDB id 543 H702 RS02375 WP 160172984.1 ..................................................................................... 0
consensus

logo

G
S
I
L
R
S
L
Y
H
NI FYAGLLYP I

V
A
N
L
S
S
Y
D
M
I
L
F
L
H
R
E
R
A
V
I
Y
C
I
F
Y
F
I I FLADGI FS IQLTQTGS ILTVMGTSPS IS IVGTKTMYIGMIM

T
A
I
E
V
F
I
A
I
G
P
I
P
A
I
F
L
M

S
YYLFIVLSKRSVWFLNVIDIGSRNLVKRSDKQTSLTKNKHMYI

K
L

E
S
V

NTDB id 54 SMU RS08705 WP 002262113.1 SLSLNIFYGLLPVASSDLFRRAIIFFILDG....TQGIVMGSSIITTY....MIEFAGIALSYLFLSVFNVDIGRLKDSLTKMKV 156
NTDB id 541 H702 RS10470 WP 236726575.1 ..................................................................................... 0
NTDB id 544 H702 RS02380 WP 039696235.1 GIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLISKWLNIDISNVRKTLKNYLS 170
NTDB id 60843 KE3 RS08915 WP 081665472.1 ..................................................................................... 0
NTDB id 543 H702 RS02375 WP 160172984.1 ............................................................MYYLVSRWLNIDISNVSQSLKKHIE 25
consensus ** **** * **

logo

A
K
P

R
K
A
I
R

F
L
I
N
R

F
I
P

I
M
VNVITLLML

V
L
S
F
YFYPLGLF IMEQDCVAFILVGYAAVI IVAEKSPYFENHKVNAIMTSDMPVTNLRDKNAFIYRKRGAFIV I

V
A
I
F
V
IYFL I LFLLF IVLF ILSFFYMLSNQRFSYRTYHKQGNQKRELVQEQKKNE I

L
A
M
L
A
S
R
A
Q
N
K
R
QEAQMQE I

LRANYAI
L
A
S
T
E
A
Q
NYSQKKQHI

V
NTDB id 54 SMU RS08705 WP 002262113.1 KKRLIPMNITMLLYYLLIQVLYVIESYNVI.PTLKFRKFVVIVYLILFLILISFLSQYTKQKVQNEIMAQKEAQIRNITQYSQQI 240
NTDB id 541 H702 RS10470 WP 236726575.1 ......................................................MNRSYQNRLEKEIASAREQELRYLSAYSKKV 31
NTDB id 544 H702 RS02380 WP 039696235.1 ARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYRAVIFIYFILLFIFLFYLNFRHGQEQKNELLRNQEMELAALENYSKHV 255
NTDB id 60843 KE3 RS08915 WP 081665472.1 ..........MVSYFLFMDAVAIVKPFHNT.VNDAIRGIVAFIYLILLFVFLFYLNFRHGQEQKNELLRNQEMELAALENYSKHV 74
NTDB id 543 H702 RS02375 WP 160172984.1 PKIFNIINILMVSYFLFMDAIAIVKPFHNA.DNDAIRGIVAFIYLILLFVFLFYLNFRHGQEQKNELLRNQEMELAALANYSKHV 109
consensus * *** ** *** ** **** ** * ** * ************************!*****!****** *!!***

logo EGSLYKEQDE I
L
VRASFRHDYLANVI LTVMSLRKELMVGI EDNQDKGDNMLAGDLSDVI ERKKIYHNDQSEVI LTEAKNDTSAGTDHKFQL ILVQRKDNSTNRKYFNDI

L
G
T
H
RLVANIDIQTNDDSAGI

VKGSFILLMSAKI
FLHEQAQEANKSQKNGVITAENIVDNS

NTDB id 54 SMU RS08705 WP 002262113.1 ESLYKDIRSFRHDYLNILTSLRLGIENKDLASIEKIYHQILEKTGHQLQDTRYNIGHLANIQNDAVKGILSAKILEAQNKKIAVN 325
NTDB id 541 H702 RS10470 WP 236726575.1 EGLYEELRAFRHDYANILVSLKEGIDQDDMGLVRKIYDSVLEDSADFIRNSKFNIGRLVNIDDDAIKSLLSAKFLEAEASNIEVD 116
NTDB id 544 H702 RS02380 WP 039696235.1 ESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSGVKSLMSAKFLQAENQGITIS 340
NTDB id 60843 KE3 RS08915 WP 081665472.1 ESLYQEVRSFRHDYANVLMSLKVGIDQGNLDDIKKIYNEITANSTKLVKNNKFDLTRLANIIDSGVKSFMSAKFLQAENQGVAIS 159
NTDB id 543 H702 RS02375 WP 160172984.1 ESLYEEVRSFRHDYANVLMSLKMGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSGVKSLMSAKFLHAENQGIENS 194
consensus !*!! **!*!!!!!*!*!*!!**!!*********!!!********************!*!! ****!***!!!*! !***** **

logo

V
LEVKASDKSEEKI

M
E
Q
G
A
L
N
TPEKNSMIEPLLIYDSFYITRLI LAS I LCFDNAI EGAAFLEASEKLAKNTEPAKRE IQTS ILVACFNFKYKQNDDGENSDI

Y
FVLF IMVIDQENTSSTKEEKQS IVPDVLNSTGLKIYFKQEEKRDNGYSSTRKGDSYEGNCRGI

LGL
NTDB id 54 SMU RS08705 WP 002262113.1 VEVSSKIQLPEMELLDFITILSILCDNAIEAAFESLNPEIQLAFFKKNGSIVFIIQNSTKEKQIDVSKIFKENYSTKGSNRGIGL 410
NTDB id 541 H702 RS10470 WP 236726575.1 LEVKDKIGAPNIPLLDYIRLLAILCDNAIEAALEAKKPAITIACFYQDDDYVLIVDNTTKEESVPVNLIYQKDYSSKGYGRGIGL 201
NTDB id 544 H702 RS02380 WP 039696235.1 LEVAEEMGTPKIPLISYIRILSILFDNAIEAALESAEPRISVANFYQDDEFVFMIENSTKEKSVDLGKIFERGYSTKGDNRGLGL 425
NTDB id 60843 KE3 RS08915 WP 081665472.1 LEVAKKMENPSMPLIYYIRILSILFDNAIEAALESETPEISVANFYQDGNFVFMIENSTKEKSVDLTKIFERGYSTKGENCGLGL 244
NTDB id 543 H702 RS02375 WP 160172984.1 LEVSEKMGTPSIPLISYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENSSKEKSVDLGKIFERGYSTRGENRGLGL 279
consensus *!! **** ! **!* *!**!*!!*!!!!!*!*!* ! !**!*!******!****!**!!***** *!****!!**!***!*!!



logo

T
A
K
T
I
V
L
H
N
M
H
Q
D
I
M
F
L
M
Q
E
R
D
H
K
D
D
Y
P
S
E
K
N
T
LSLVQETHNSRNSHKLSHNDHYHKLTFKSTQLTVI

L
V
I
R I FKYDNEGHADSSTKR IVE
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