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NTDB id 414 AAK55818.1 838..2187( ) TQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDSQDIN 169
NTDB id 60835 KE3 RS07335 WP 020917221.1 AQENLAQEKNRLASILSYMTDGVLATDRSGNITMINQTAQKQLNLEREEALGMNIVDILGDDSDYSYHDLVSKTPEIVLNRRDET 169
NTDB id 375 SMU RS06880 WP 002262929.1 THENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILDDD.SYTYNDLITKTPEIVLTRRDEY 168
consensus **!!!*!!**!! !!!*!!!!!!!!!*!*!*!**!!**!*!!!** *!**! *!***! ** !** !!****!!**! **!*

logo

D
GEYFLINTLRVIRFAL INRRDESGF I SGLVIAVLHDATTEQEKEDERERRLFVSNVSHELRTPLTSVKSYLEALDDEGALCKTEDSTI

VAPDSF IKVSLDE
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NTDB id 60835 KE3 RS07335 WP 020917221.1 GEFITLRIRFALNRRDSGFISGLIAVLHDTTEQEKEDRERRLFVSNVSHELRTPLTSVKSYLEALDEGALKEDIAPSFIKVSLDE 254
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NTDB id 60835 KE3 RS07335 WP 020917221.1 TNRMIRMISDLLNLSRIDNQTVQLEVEMTNFTAFMTSILNRFDQIKSQHTVAGKQYEIVRDYPIKSIWVEIDPDKMTQVLDNILN 339
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