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NTDB id 60829 KE3 RS05760 WP 020916923.1 MENKKKVSFYGRMEPYIKGFQFPFILAVIGAIISATVTVIGPDKLKEITNTIMKGLTPTKMGTIPGVDLDKVGQIALTLAILYVI 85
NTDB id 370 SMU RS04260 WP 002263294.1 ME.NKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.......GKIDLDKIGEIALTLALLYFA 77
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NTDB id 60829 KE3 RS05760 WP 020916923.1 SAVIGYIQNFTVATIVQRFSQRLRAAIQVKIDRVPLNYFDSHSQGDTLSRVTNDVDLLGQSLNQSLGTLVTSVVLLIGSIFMMFH 170
NTDB id 370 SMU RS04260 WP 002263294.1 GALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIK 162
consensus !** ! ! ! !**!*!!!!!! !! !! *!!! !!!!!!!!!!!!!!!!!!!!* !! !!!! **! **!!!!!!!!! *
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NTDB id 60829 KE3 RS05760 WP 020916923.1 SNVSMALTAIGSVFIGFLLVVVIMGSSQPLFKRQQNNLAAVNGYVEEIYSGHNVVTSYNASEETSQAFKILNTNLYKSMWQSQFL 255
NTDB id 370 SMU RS04260 WP 002263294.1 TNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFF 247
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NTDB id 60829 KE3 RS05760 WP 020916923.1 SGIMMPLMIFIGNFGYVMVCVVGAVKVINGDITMGDVVAFMSYVRIFSQPLSQIAQAFTQMQSATAAMSRVFEFLEEEEMEDESH 340
NTDB id 370 SMU RS04260 WP 002263294.1 SGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENH 332
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NTDB id 60829 KE3 RS05760 WP 020916923.1 KERQLSDVKGEVTFDNVFFGYSRDKTIIHDFSAVAKPGQKVAIVGPTGAGKTTIVNLLMKFYEIDKGQIAIDGVDTRLMSREEVH 425
NTDB id 370 SMU RS04260 WP 002263294.1 KVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVH 417
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NTDB id 60829 KE3 RS05760 WP 020916923.1 DQFAMVLQDTWLFEGTIKENLIYNQENITNEQVVAAAKAVGVHHFIMTLPDGYDTYLDDSVTLSIGQKQLLTIARALLKDAPLLI 510
NTDB id 370 SMU RS04260 WP 002263294.1 DAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLI 502
consensus ! !!!!!!!!!!!!!!*!!!!!!!! *!! !!!*!!!!!!!!!!!! !!! !!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIKRNADL I LVMKRDGNI I EQGNSHDEQLMATEGNGFYADLYNSQFETEVAEVA
NTDB id 60829 KE3 RS05760 WP 020916923.1 LDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIKNADLILVMKDGNIIEQGNHDELMTEGGFYADLYNSQFEVA.. 590
NTDB id 370 SMU RS04260 WP 002263294.1 LDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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