
logo MSDNRSTHI
L
D
EEKYKTWDLSTTI

VFATDADADWEATELYAEKSLTDVAQDGLEKDKAKSAKYAKGHLLTDQSASKNLLGTAMTEHLYLMDSLMSRRLEKI
VYVYASMKNDQDTTV

NTDB id 60822 KE3 RS03095 WP 020916433.1 MSDNRSHIDEKYKWDLSTVFATDDAWEAELAKLDAGLEDAKKYKGHLTQSSKNLLTMTEHYLDLSRRLEKVYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!*!**!!! !!!*!*!!!! !! ! ! ! ! !!! ! !!!! !!*!* ! !!!!!*!!!!!!!!!!!!!!

logo

A
G
K
LYQEYQAKASTANLYASKQLYSEAVFAFYFYEPEFLMAKLDSADEKDKFLAAEFKVAEEQETPAGLGSALYDTHFYFEQRLFLAKNRKQADHVLSQEKAEEELLAAGAGHDE I FGNAGAPGTDET

NTDB id 60822 KE3 RS03095 WP 020916433.1 AKYQEYQAKATALYAKYSEVFAFYEPELMKLSAEDFAAFVAETPALSAYTHFFEQLFKRQAHVLSQKEEELLAGAHEIFGAAGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!* !! !! !!**!!! ! ! ! ! !*! ! !*!! ! !!!!! !!!!!*!**!! ** *!

logo FENI
VLDNADI LVFPEWVLSDDGEQGDNEVVEQLTHGNF I STLLMESKDNRDI

VRKAGAYEAMYAGTYEQFQHTYAKQTLQGTNVVKVHNYDQAKRVHRHFYKNSAREHA
NTDB id 60822 KE3 RS03095 WP 020916433.1 FEILDNADIVFPEVLDDEGNEVQLTHGNFISLLESKNRDVRKAAYEAMYATYEQFQHTYAKTLQTNVKVHNYDARVHHFKSAREA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! ! ! ! ! !!!!!!!*!*!!! !!*!!*!!!!!!*!!!!!!!!!! !!! !!!!!! !*!*!* !!!*!

logo ALASANF IPEASVYDSTL ILDERSVNAKHLPSLLHRYLVADLRKKVLGKLDDELKMYDI
V
H
YTPLSEMTDEMTASFLTYEEASLKKAEEVLAI FGEKDEYSEKGRVHARA

NTDB id 60822 KE3 RS03095 WP 020916433.1 ALSANFIPEAVYDTLIDRVNAHLSLLHRYVALRKKVLKLDDLKMYDIHTPLSEMDMSFTYEEALKKAEEVLAIFGKDYSERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !! !!!!!! !!!*!** !! !!*!!!!!* !!!!!! !!*!!!!!**!!!!! * !!!! !!!!!!!!!!!! *!! !! !

logo FTERWIDVHPVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 60822 KE3 RS03095 WP 020916433.1 FTERWIDVHVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo ETLLKEVDKDDKATRFAI LNHFYLDGFKGTI
VFRQATQFAEFEDHAMIHEKADAQASGEQI

VLTASDEFYLMNKNLYADLNEKYYGNLKSAKEDNPYE IQFYEWAER I
NTDB id 60822 KE3 RS03095 WP 020916433.1 ETLLKEVDDDKARFAILNHFLDGFKGTIFRQAQFAEFEDMIHKADQAGEVLTSEYLNNLYADLNEKYYGLSKEDNPEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus !!!!!!! !!! !!!!!!!*!!!!!!!*!!! !!!!!!* !! !! ! *!! ***! !!!!!!!!!! ! !!!*!!!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKI
VVHGTEQEVDI

K
D
E
A
RYLDTYLKAGNSSDYPLENVI EKKAGVDMTNSSTDYLDAAFKI

VFEDRLNVELEALVE
NTDB id 60822 KE3 RS03095 WP 020916433.1 PHFYYNYYVYQYATGFAAASYLADKVVHGTQVDIDRYLDYLKAGNSDYPLNVIEKAGVDMTSSDYLDAAFKIFEDRLNELEALVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!*!!!! ! * !! !!!!! !!!!! !! !!!!!!! *!!!!!!!!*!!!!! !!!!!!!



logo KGAVHLS
NTDB id 60822 KE3 RS03095 WP 020916433.1 KGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !! !!*

X non conserved

X similar

X ≥ 50% conserved


