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Mj IITF Fl4 V \YHEFGH® FAK GILVREF IGMGPKIF HIg§K GTERIWYTIJRILPLGGYVRMAGWG DTTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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L LNKDGJRVENRINLS|3l Q D TALPMNVT YDLEDKLIRITGLVLINEMKTYVEIHDATIVEEDGTE RIAPMDVQYQNA WGRL
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

L P

TNFAGPMNNFILGEULENFI ‘'LIYF QGGVig ¥STNEY VY GGANQLY G KINGDY A [epMKV -  WSISLIJEA LY T)(eNS Kinjy
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

o TNBsC g ks VE AT AR R A Bk A LAV )l

JgVTVKD EGIYYST B KPRYKINIGS YR GVSEEALKTGIRUDKIGGGEQM W' SAKSILIFALKG NFSL KLGGPVAM QES QA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

E L1 URL 5 LOINLELBAL ALK N EARRCLIGEEs iy WL ITIDL Re

SY[QNTH LI MLSINLGIWYNLIPIPALDGGKI MN IEM RRKPLIYQEWE Y TLEGVE M LMIAVTWNDIMRYFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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