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AL eV LY 8 TR LTS B s

MBEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNG IIFDGNKINGISWYS |3 LW\ L
MPEKLVEVKDVEISFGEGHKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGILSHSEKNDL
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL
MPEKLVEVK VEISFGEGKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL

DA 5 B

IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD

A SELRSRAALLRRREL IVLE DOV ORAT VAR LS

JJVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKG|IVEVAETEEL NNPIHPYTN

LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP)

)OGS E Vel ey

Q
IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNK.EIETYRKEQSK 309
IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
IPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309

K non conserved
B similar

> 50% conserved
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170
170
170
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255
255
255



