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60679 R8613 RS10215 WP 000250539.

275 KZH43 RS09240 WP 000250534.1
234 SPD RS09870 WP 000250534.1
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165 SP RS10355 WP 000250534.1
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MVQNSCWIMSKSHKVKAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEELDRSQFEK EGNR YMK
MVQNSCWIISKSHK KAFTLLESL ALIVISGHLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEIJELDRSQFEKVEG R YMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQEMSQLLISEVRYQQQSEQKEWLLFVDQLEMELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGNRLYMK
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SR

153
153
153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 1563
QDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
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K non conserved
B similar
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> 50% conserved



