
logo

MQQKTEGQKSRYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ES ILGNHRREIPDL I LLDLRLPDMTGMDVLHYAVKEKKSHS
NTDB id 60568 HK81 RS11050 WP 005482419.1 MQQKTEGQKSRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLNHRIPDLILLDLRLPDMTGMDVLHAVKKSH 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!*!!! *

logo PDVP I IVFMTAHGS IDTAVEAMRHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDNPGKNQNYQGF I
NTDB id 60568 HK81 RS11050 WP 005482419.1 PDVPIIFMTAHGSIDTAVEAMRHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTA............VEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFI 133
consensus !!!!!*!!!!!!!!!!!************!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!* !!!!!!!!

logo GSSQTMQAQVYRTIDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAA
NTDB id 60568 HK81 RS11050 WP 005482419.1 GSSQTMQQVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAA 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GSSQTMQAVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAA 213
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

N
T
D
ERQGAAEALADGGTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRL

NTDB id 60568 HK81 RS11050 WP 005482419.1 NDRQGAAELADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRL 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TERQGAAEAADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRL 293
consensus *!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YVIPLHLPPLRAERGDEDVI E IAYSLLGFYMSHKEEGKDNFVRFLSAQEVI
V
D
ERFNRQSYEWPGNVRQLQNVLRNI

VVVLNENGKRE ITLDML
NTDB id 60568 HK81 RS11050 WP 005482419.1 YVIPLHLPPLRERGEDVIEIAYSLLGYMSHEEGKNFVRFSQEVIDRFNSYEWPGNVRQLQNVLRNIVVLNNGKEITLDML 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 YVIPLHLPPLRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDML 373
consensus !!!!!!!!!!! !!*!!!!!!!!!!!*!!*!!!! !!! ! !!**!! !!!!!!!!!!!!!!!!*!!!! !*!!!!!!!

logo PPPLNQMPLSADPR I
P
N
S
RA
V
L
S
K
PLAI EHEPKNAKMVSTVHSE I FMPLWMTEKMQAI EQAI EACDGNIPRAAGTYLDVSPSTIYRKLQATWNEGKEVEKERKQEKKV

NTDB id 60568 HK81 RS11050 WP 005482419.1 PPPLNQPLDRPS.VSKLIEPKAMTVSEIMPLWMTEKMAIEQAIEACDGNIPRAAGYLDVSPSTIYRKLQAWNGKEERQKV 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PPPLNQMSAPINRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEK 453
consensus !!!!!!* ** * *! ** **!*!! !!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !! !

logo

ER
NTDB id 60568 HK81 RS11050 WP 005482419.1 .. 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ER 455
consensus **



X non conserved

X similar

X ≥ 50% conserved


