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TS¥k RSN NE = F‘?m e
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NEIYIRDGMET HKISIIRY GPRVDG AQGEAL.SVATA HA IWIBIIAR QA K 75
NTDB id 1203 PSJM300 01605 AFN76401.1 G LP KTPMSPEMTRETNH GRBUINNE Q(a):) 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SKTK 76
NTDB id 60246 00861 RS19975 WP 073001283.1 73
NTDB id 1448 BW25113 RS15320 WP 001326494.1 73
NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1086 NMV RS00245 WP 002218487.1 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 FSVKASDLHLSAG R IMNDIAQRES 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . INEFSVKERJASDLHLSAG R IMNDIAQRE 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AMDIINELLAFSVK )4 SDLH SAG PPMIRVDG R IMND 76
NTDB id 1259 GCO85 RS10305 WP 010947729.1 I\ SDLH SAG PPMIRVDG R IMND 76
NTDB id 1202 PSJM300 01600 AFN76400.1 [MASDLHLS G PPMIRVDG R IMND 76
NTDB id 1194 PA0O395 NP 249086.1 [MASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IMASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 [MASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 .. [MASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AMDIWELLAFSVK [MASDLHLSAG PPMIRVDG R IMND 76
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ARV 25 ek s RV TS HSTILAN el
NTDB id 1177 A1552VC RS01165 WP 000422572.1 . IRE R PF INKINNE LQN ARGLVLVGTGSGKSTT TGRQH.TG 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RFRVAF RDMP MW TIHRINERK P ﬁ 156
NTDB id 60246 00861 RS19975 WP 073001283.1 G. 152
NTDB id 1448 BW25113 RS15320 WP 001326494.1 E. 152
NTDB id 1307 DR RS10055 WP 010888596.1 159
NTDB id 1086 NMV RS00245 WP 002218487.1 . ARFRVNAFNRG AVFRTIPSH E LEAPNIF[MIMT AINIZRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N ARFRVNAFNUNGRGI¥ AVFRTIPSHN E LIW\PSIF[AMI AIRIYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N RFRVNAFIQERGEOSIAVFRTIP U ENLDIAPIAI FRISI AINGY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 1. RFRVNAFIQINRGSIAVERTIP U ERLDYAPINI FRIST AIWNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPSIX ARGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GCO85 RS10305 WP 010947729.1 NN ARFRVNAFNQMRGE\ AVFRTIPSIH E LGLPIF ARSIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAFNQWRGINGAVFRTIPS)Y I(TINAANRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAQO395 NP 249086.1 e ARFRVNAFNQWRGE\GAVFRTIPS)Y R IAAYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NR ARFRVNFNQRGGAVFRTIPS TNEUYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQNRGEIGAVFRTIPS|S T{oN4¥RG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 NN ARFRVNAFNQRIRGIAGAVFRT IPSIg T{oN@¥RG VLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGEIGAVFRTIPS|S E LGLENIF T{oN4¥RG VLVTGPTGSGKSTTLAAM 155
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