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NTDB id 59907 L897 RS00685 WP 042361463.1 MTFEKIEEAYQLLLENCQLIENDLKTHIYDAIVEQNSFYLGAEGASPQVAQNSDKLRALCLTKEEWRKAYQFLFIKAAQTEQLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!!!*!!!**!**!*!!*!!!**!!!**!!!!!!!******!**!!!*!*!*!!!!!***!!*!!!!*!**!!!*
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M
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V
M
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NTDB id 59907 L897 RS00685 WP 042361463.1 NHQFTPDAIGFILLYLLEQLSDKDSLEVLEIGSGTGNLAQTLLNNTSKSLDYVGIELDDLLIDLSASIAEIMDSSAHFIQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!!!!!*!**!**!***!!!!!!!!!!*!**!!*!!!*!!*!!!*!!!!!!!!!!!!***!!!*!!*!!!!!!

logo PQLI LKESDVIVI I SDLPVGYFYPNDDKIAKQRYKQVASASKDLKGHTYAHHLLMEQSLKYLKKDEGFLAI FLAPVNDLLTSPEQSQPLLKQKWLKQDNYNAVQTVIVL
NTDB id 59907 L897 RS00685 WP 042361463.1 PQLLKESDIVISDLPVGYYPNDDIAKRYKVASSDKHTYAHHLLMEQSLKYLKKDGFAIFLAPVNLLTSPQSQLLKQWLKDYAQVV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!**!!!!!!!*!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!!!!!!!*!!!!*!!*!!!*!!*******
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D
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NTDB id 59907 L897 RS00685 WP 042361463.1 ALITLPDSIFGHPSNAKSIIVLQKQTDHPMATFVYPIRDLKLAENIHDFMENFKKWKLSNVN 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!**!!***!!*!!!*!!*!!*******!!!!**!!***!****!!*!!!!!!**!!*
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