logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 59769 BJABO715 RS14875 WP 000472724.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

L

MFKIILLGWI

AL L L e LR POFLRAE L TSy g

IV ABUERTLECHMEPERTCHTGI|RTFIMTWA IMFVQSERKHQ I GS GINRV NNV 119l S ASFINIGENE A

A

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKREMFVDRPFLKAVFCLLCTTSLFMVGYFjYAEKALIE
MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

R EsDTRLDL Rt e L s o E R B A

QMGINS SIK GEK (o] VINERAR\ER H P VVNw FY@DQSLLGA . EKSSS|RoINe VAN SR G T |51
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQ LNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
Dol skoskoskoskoskskokokskokookok Dok Doskoskoskokosk Dok Dok Dok Dok | Dokskoskoksk DD Dok Doskskoskokskoskokskokokskoskoksk DL D sk DL Dk D sk D |

I AFD@EKVFngN&3§T£MVB! ETlSLgElYBL ISR AL

YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI
YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI

LT RLLOTAHE (LAY AL LY B AE R LA T

LALLTGDESLLSDETQLQFKQLGISHLLAISGPHV'IFAIMLSWACHQFISRYYP.IYLWKPKQ LMAVPCCLGVLIYTA
LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWACHQFISRYYPQIYLWKPKQVLMAVPCCLGVEIYTA

s L RO AT st

Q
FVGFEIPALRTLLSPWLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL

FVGFEIPALRTLLSVJIFIGFLLLKQPIKPFTLLVYSASLLLLMDPfJSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL

530 E LR FlAlS UMFQQ i UN| AV V SV\/ 1 M&E N {FUENQ

WISIKINL RISQEKIF ALRMIPLTL MFI4QISW APL N IA PI GG IVPL IMA ClW)RgIIgIG AL FpgIN
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQEISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFV KPFGNMLFHFND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGEVIVPLNIMAACAWFVIKPFGNMLFHFND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGEVIVPLNIMAACAWFVIKPFGNMLFHFND
Fotkorok Lrokok Lk Lok DDk D DDk DDk b DD Dok Dok DDk b0 Dk e D D Dok b ok L1 Dok Do Do Dok Dok | Lo D Lok |k

159
160
160
160

239
240
240
240

319
320
320
320

399
400
400
400

478
480
480
480



logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1
NTDB id 59769 BJABO715 RS14875 WP 000472724.1
NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1
NTDB id 59769 BJABO715 RS14875 WP 000472724.1
NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1
NTDB id 59769 BJABO715 RS14875 WP 000472724.1
NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1
NTDB id 59769 BJABO715 RS14875 WP 000472724.1
NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1
NTDB id 59769 BJABO715 RS14875 WP 000472724.1
NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

AL

I

SllélLLS.{KL{EK{FélllQ LA

LT

B H@

Q Q
QAIFLQHP QNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFP IQQEIPVKQLISNEQLPN
QAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN
QAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN

Ry R e DL et WU K RO

QQ
DLKQPFQYCHQGQQWHY ELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL
DLKQPFQYCHQGQQWHYBELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL
DLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL

UL A DAL A A FORY S R S v T e

Q
KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKST EQGTLSFVLENHK VLHDR
KIDVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR
KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR

L

806
810
810
810

Pokokoskok |1k | xox

X non conserved
B similar
>507% conserved

558
559
559
559

637
639
639
639

717
719
719
719

797
799
799
799



