logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

59616 LOCK900 RS12175 WP 005714152.1

600
269
228
194
159
527
499
453
408
625
115

consensus

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

MATKK. .. .. KTNFDDITKKYGA MRLG

LA e

AKK. KKK&éinKKFD%@EKAL@éAL@ EKBF KN%LBLDBE pgasyEW

....... MSKDATKEISAPTDAKERS|W:SNE T:NMS QRANAINGCESIRIINRGAE . SKLD
.................... K - LPFVALISS " KINEGKG | TIRRLG * QA N]
ARV
ARV

IANEBK . QVEK
ANEBK . QVEK

.................. NI K\FGKG
.MAENKKSSKNNTV. . VKQVEPEQRK QINAE AINI A QiS4 QIS (VN O T . EQLD
.................... SKALINA LMW I EXEFGKGRIM
.................... SKALINIA LMW I EXEFGKGAIM

.................... SKALINNA LMW I EXEFGKGAIM

.MEDG........ K..KAASMSA IM

.................... WKALINIALENIEXNFGKG IMRLG
.................... WKALINIALMNIEXKNFGKG IMRLG
.................... i ALINNA LTI EKNFGKGA MR G
.................... RKALMNALENIEXWNFGKY MRLG
.................... SKALNIALENIEXNFGKY MRLG
.MAKK. .. .. TTTKADNKKSDATBRETEMEKINIQ KR TIS A EE A RBYRE

.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLDEISKKFGABRE!W:YSNDEVAK LARNND eI (eISuBusAN¢;

MAKK..... PKKLDEISKKFGABRE/W:NSNDEVRK LANNAD e CeISuRUIANE
.MAKK..... IMKALPWALIQYIEKFGKGEY MRLG
.MAKR..... ISKALPDIJALISYTEKINEGKGEY MRLG

................... EVALDFNALISMI EKIFGKG IMR G
..................... (APVALDNIALIQNTIEKWNFGKG IM LG
* * * kb bk | skokosk sk k ok * *k Pksksk L lx 1]

NN I DI DI DI DI ==n=2=>




VB PESSRTT il L DREEA P R meL L R o o)
IEY ES LA AR UXINRA L v\ Us LAl \|/L

NTDB id 1313 DR RS12030 WP 010888966.1 INWEIYGPES[MGKTT ARFNQKINGGIRMAF IDAEHALDP\Y A¥NLGVNIN\DELL 152
NTDB id 1245(&1673c YP 002345041.1 I EIYGPESSGKTT AINMOKINGGUISAF IDAEHALDVALY AL G VNEND Lﬂ SQPDRIGEQ 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINEOKNGGUAMAF IDAEHALD:IY AIQML.GV iy NJLL SQPD GEQ 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINEQOKINGGYAMAF IDAEHALDQ:IY AIGML.GV iy NLL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AEAQKVGGTAAFIDAEHAEDMHYAEKLG N EL SQPDIYGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVNEDELL SQPDIGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT ARMMOKNGGUAMAF DAEHAIIDPWYARMNLGVIQ ELNM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT AN[EQKINGGYAMAF DAEHARDPWYAIRYLGVIY ELM SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT AN[EQKINGGYAMAF DAEHARDPWYAIMYLGVIY ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT AINUIQKIRGGINMAF IDAEHALDVMNY AINL. G V] ﬁ LL SQPD GEQ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 59616 LOCK900 RS12175 WP 005714152.1
NTDB id 600 KW2 RS01765 WP 011675413.1

NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1

NTDB id 194 SPR RS08825 WP 001085462.1

NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1

NTDB id 625 LCA RS02525 WP 011374196.1

NTDB id 115 BSU 16940 NP 389576.2

consensus

EI GPESSGKTT INGIYNSAF TDAEHALDPYYAISMLGVN DELL SQPD GEQ 139
EI GPESSGKTT ALWAQ |19GIQNSAFIDAEHALDPWUYAJQSLGVN DELL SQPD GEQ 139
EIYGPESSGKTT ALWAQ NIGEENMAEF DAEHALDPNYAMSLGVN D LL SQPD GEQ 139
EIYGPESSGKTT ANGOKENGGINMAF IDAEHALDPNYAIASLGV DN LL SQPDBIGEQ 139
EIYGPESSGKTT ANMOKNGGINMAF IDAEHALDPNYAIRYLGV  DNLL SQPDRGEQ 139
EIYGPESSGKTT AIARQKINGG]@NA IDAENA DPISYAENRLGVN D LL SQP GEQ 153
EIYGPESSGKTT AJRUQKIAGGIWNAF IDAERALDPIAY AVONLGVN DELL ' SQPDFGEQ 154
EIYGPESSGKTT ANENQKINGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YYARRALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANFNQKINGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARRALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANFNQKIAGGIWNAF IDAEHALDPIA\YARRALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANENQKINGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD GEQ 153
EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEA\YARRALGVN DELL QPD GEQ 153
EIYGPESSGKTT ARFNQKPDIGGIWNAF IDAEHALDPEA\YARRALGVN DELL SQPD GEQ 153
EIYGPESSGKTT AIRUQK{GGIWIA IDAERA DPJUYARWALGVN D LL SQPD GEQ 140
E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPYYAMMLGVN ELL SQPD GEQ 138
Rl LR LR b sk ] U Pk DD DDk d H Plskokokokok Dofokok D lskok DD Dok Dok D ok ook Dokokok |k

* EEEEEEEEEE =T



DDAl

505 AR SO o R EHTT AP

GDMGDSIMIGLQAR I

g olf

NTDB id 1313 DR RS12030 WP 010888966.1 ETEVAIEINQ . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALINPKAEI GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1123 0OK783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD [WJGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALPKAEI MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALIPKAETI MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAEI MGD HVGLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAETI MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALIPKAETI MGDSH GLQAR 218
NTDB id 59616 LOCK900 RS12175 WP 005714152.1 JASESAN: VRSN GDSHVGLQAR 232
NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVPKAEI GDSEVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 AETI GDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 AEI GDSHVGLQAR 232
NTDB id 625 LCA RS02525 WP 011374196.1 AETI G MGD HVGLQAR 219
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR 217

consensus

KT Lkox e Lkl |



Logo VKR v ETK V\/ \ F Y

NTDB id 1313 DR RS12030 WP 010888966. 1 MICQ. ... PTKVGNDA A.. 303
NTDB id 1245 Cj1673c YP 002345041.1 BVAT. . ..L.KQNEEP M GEG S PGEL IN{ B 290
NTDB id 1214 NCTC11637 00359 SQJ03206.1 BIAA. ... L.KQNEQH [AKVVKNKVAPPF IM GEGIS [GE V.. 292
NTDB id 1211 C694 RS00795 WP 000963128.1 WIAS. ... L. KQNEQH J\KVVKNKVAPPF IM GEGIS [3GE V.. 292
NTDB id 1334 RAOC RS04870 WP 004918236.1 MSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S JGE [N pi 303
NTDB id 1389 A4U84 RS07560 WP 021112712.1 BCGV. .. .V.KDGPEI KVVKNKVAPPF IMYGEGIS JWHEL M |l 306
NTDB id 1130 NGFG RS03960 WP 003688695.1 TGS . ... I.KKGHEV KV KNKVAPPF I@YGEGIS[IIGEL | | 290
NTDB id 1124 NGFG RS03960 WP 003688695.1 TGS . ... I.KKGHEV KV KNKVAPPF I@YGEGISQRGEL N | 290
NTDB id 1123 OK783 RS03845 WP 003688695.1 TGS . ... I.KKGHEV KV KNKVAPPF I@YGEGISIIGEL o | 290
NTDB id 1427 RS RS02760 WP 011000510.1 BICS. ... I.KKGPEV KVVKNKVAPPF IMYCAGC S IBGE | | 298
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MTGA. ... 1. KEGHEV KVVKNK ARPF DRV . . 289
NTDB id 1142 GTF74 RS11550 WP 000344154.1 JMTGA. .. .I.KEG KVVKNK APPF DIV . . 289
NTDB id 1205 PSJM300 05545 AFN77183.1 JMTCA. .. .V.KEG KVVKNKVAPPF DRV . . 289
NTDB id 1022 ACIAD RS06390 WP 004925639.1 JWIGQ. ...V .KEG KVVKNK APPF DIV . . 289
NTDB id 1074 ABD1 RS10195 WP 000344167.1 JBICQ. ... V.KEG KVVKNK APPF DIV . . 289
NTDB id 59616 LOCK900 RS12175 WP 005714152.1 JMCQQVKDCK. . . . . KVEKNKVAPPF N T 307
NTDB id 600 KW2 RSO1765 WP 011675413.1 JGSTKIEEGS . GDNKTQ KVVKNKVAPPF M NIV . . 308
NTDB id 269 KZH43 RS08665 WP 001085462.1 JJGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K . . 307
NTDB id 228 SPD RS09265 WP 001085462.1 JGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K . . 307
NTDB id 194 SPR RS08825 WP 001085462.1 JGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS KIS . . 307
NTDB id 159 SP RS09750 WP 001085462.1 JJGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS i . . 307
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 JGSTQIKGTG . DQK KVVKNKVAPPF IMYGEGIS KIS . . 307
NTDB id 499 SM12261 RS08315 WP 078228268.1 JGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K . . 307
NTDB id 453 Spy49 1753c ACI62003.1 JGTTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K . . 307
NTDB id 408 SMU RS09530 WP 002262392.1 JGNTQIKGTG . EQK KVVKNKVAPPF IHYGEGIS K . . 307
NTDB id 625 LCA RS02525 WP 011374196.1 JMAETIKNGT. .. .. KVVKNKVAPPF IMNYG GIS DIV . . 290
NTDB id 115 BSU 16940 NP 389576.2 JWAEQLKQGN . . . .. KVVKNKVAPPF IMYGEGIS DT . . 288

consensus NI * 1 N *x ok |k %



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

59616 LOCK900 RS12175 WP 005714152.1

600
269
228
194
159
527
499
453
408
625
115

consensus

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
OK783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1

A1552VC RS01565 WP 000344154.1

GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

MAAIRAGNAGEAPALAPAPAAPEAAEA
QNSMEMEGMI . . . .. SGSEDDE. .
SNEETI..... MPLPDEP. .
SNEETI..... MPLPDEP. .

R

w

vEEEv. LpLeDe

QDETDGER. .
QDETDGER. .
QDETDGER. .
..... AV.TLAEEVEED
..... QLIAETSSAADDVEFGAV. .
..... QLIAETSSAADDVEFGAV. .
..... TKATPVAEDLADADI
..... QTAA.HDETEEEPDLL. . ..
..... GAVQ.I.EDEEEPDLL. ...
EQSEPKPKEEDEKKDTAKDEKT . TADKKPEEKPITDKKPDDKKDDP
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED.
IDGEEVSEQDTENKKDE. .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEAAE. .. .SKKDE. ..
IDGEEIAE. ...SKKDE. ..
LEESEEESAMAVASE. . .
IEEDNTEEKQSSKEK. . .
SDVPEEDLPTTEDE.QI.NILPDDST
DNNGVVQQQAEETQEEL.EFE.E

. .PKKEEA.
.PKKEEA.
.PKKEEA.
.PKKEEA.
.VAQVDS.
.AAQVDS.

.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVTLDLGDE
.VNEEVTLDLGDE
.. TDDLALDLDNG
.ADKNLVLELDDT

363
343
347
347
343
372
348
348
348
352
354
354
347
349
349
386
387
381
381
381
381
377
377
373
378
355
348



logo

LEIELEE. _
NTDB id 1313 DR RS12030 WP 010888966.1 ......... 363
NTDB id 1245 Cj1673c YP 002345041.1 ......... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ... .. 347
NTDB id 1211 C694 RS00795 WP 000963128.1 ......... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . ....... 343
NTDB id 1389 A4US4 RSO7560 WP 021112712.1 ......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ......... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 . ........ 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 @ ......... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ......... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ......... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ......... 354
NTDB id 1205 PSJM300 05545 AFN77183.1 oevvn.. 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ......... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 wvvnn.. 349
NTDB id 59616 LOCK900 RS12175 WP 005714152.1 SSFGVDRLV 395
NTDB id 600 KW2 RS01765 WP 011675413.1 . ...... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 LEIEIEE.. 388
NTDB id 228 SPD RS09265 WP 001085462.1 LEIEIEE.. 388
NTDB id 194 SPR RS08825 WP 001085462.1 LEIEIEE.. 388
NTDB id 159 SP RS09750 WP 001085462.1 LEIEIEE.. 388
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LEIEIEE.. 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 LEIEIEE.. 384
NTDB id 453 Spy49 1753c ACI62003.1 IEIED.... 378
NTDB id 408 SMU RS09530 WP 002262392.1 IELED.... 383
NTDB id 625 LCA RS02525 WP 011374196.1 ......... 355
NTDB id 115 BSU 16940 NP 389576.2 e 348

consensus

X non conserved
B similar
il >50% conserved



