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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 59598 LOCK900 RS04940 WP 005711354.1 .MLNSVSLTGRLTRDVDLRYTQSGTAAGSFTLAVDRKFKSKNGER..ETDFVNCQIWRKSAENFANFTKKGSLVGVEGRI 77
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
consensus **!*!*!*!!!**!***!!* !*!******!***** * *!** *****!* **!**!!* *** *!!*!****!!*
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA.PYEE.........GYGQSQEAYQRPAQQSRQPASDAPSHPQEA 150
NTDB id 59598 LOCK900 RS04940 WP 005711354.1 QTRTYDNAQGQKIFVTEVIVDNFALLESRQTSQNSPKSQQTVNASAA.........ATTNASQ..TTPNASRA...NTTD 143
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQSGFTSPQQTGNAPAANN...TQAD 152
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS...FNDD 154
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
consensus !*! !** *!*********** * *** ** * * * * ** * * *
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NTDB id 1103 NMB RS07590 WP 002212976.1 PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 59598 LOCK900 RS04940 WP 005711354.1 PF......ANNGQPIDIQDDDLPF 161
NTDB id 624 LCA RS00040 WP 011373726.1 PF......ANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PF......ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........................ 113
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