
logo MI
LNSRVSVLTVGRLTKRDPVEDLRYTPQSNSGTAAAVAGSTFSTMLAVDNRKQTFKTSNAKQSNGDERETADFVINCQVTIWRRKQSAENVFANFLTKKGSLAVGVEDGHR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 59576 LOCK919 RS10225 WP 020751636.1 MLNSVSLTGRLTRDVDLRYTQSGTAAGSFTLAVDRKFKSKNGERETDFVNCQIWRKSAENFANFTKKGSLVGVEGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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LLEPSKRNQTAGTGSTEGQNQSGNRPQSKGDGSGQYANQESTAGQNAFSGNSAGSGNQSYFGGNGQSNQDQTANSGPTTFGNTGSTNPSQNQNTGQTNRTAPRPNQAAGSRNANSFNTANQADTDPFANDNG

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDG 160
NTDB id 59576 LOCK919 RS10225 WP 020751636.1 TYDNAQGQKVFVTEVIVENFALLESRQASQNNPKSQQTANASA.........TATTNTSQ..TTPNASRANATDPFANNG 149
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQSGFTSPQQTGNAPAANNTQADPFANNG 158
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NTDB id 113 BSU 40900 NP 391970.1 KPIDISDDDLPF 172
NTDB id 59576 LOCK919 RS10225 WP 020751636.1 QPIDIQDDDLPF 161
NTDB id 624 LCA RS00040 WP 011373726.1 QAIDISDDDLPF 170
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