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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1113 AAA85695.1 219..1451( ) IAR IRFAAGVPLVDRYL STAGARGN
NTDB id 1112 NGFG RS09215 WP 003689811.1 IAR IRFAAGVPLVDYL STAGAEGN
NTDB id 1252 GC085 RS07730 WP 011213805.1 GEILKAlIARF RTL lTFAAG PLV AL.S WAGA
NTDB id 59549 I876 RS14450 WP 020744116.1 L N G ILJKA IARF RTLATTFAAGVPL [(AL SIAGA
NTDB id 1198 PSJM300 03950 AFN76868.1 ARF RTL TTFAAGVPLVDAL SAGA
NTDB id 1016 ACIAD RS01680 WP 004920476.1 PI GD jKAMIAR SRTLATTFAAGVPL DALRSTAGA

NTDB id 1059 ABD1 RS01610 WP 000279215.1 L PIRGD MKANMIAR SRTLATTFAAGVPL DAL STAGA
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NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1 . NJ§E AJ3E)UAY QMVIGEESGE

NTDB id 1402 DSB67 RS12670 WP 010643257.1 (0 FPIRV OMVEIIGEESG

NTDB id 1113 AAA85695.1 219..1451( ) . QME IGEESG LD MLIYKEAIXFYEINEVDNAV{EWT, Py

NTDB id 1112 NGFG RS09215 WP 003689811.1 WATIH FPM QM IGEESG LD MLIYKEIAIRFYEINEVDNAV{EIL A

NTDB id 1252 GCO85 RS07730 WP 011213805.1 BNTIs| FPRIMV QMVAIGEESGAL [MLEKVANFYEREV NAVD

NTDB id 59549 I876 RS14450 WP 020744116.1 WATIN FPPMVEIQM AIGEESG M

NTDB id 1198 PSJM300 03950 AFN76868.1 TeNIFPRIMIN QMIAIGEESGALD  MLEJKVAWF YEEVDNHIVD

NTDB id 1016 ACIAD RS01680 WP 004920476.1 Y IIFPIMI\ QMVAIGEESGALD MLWKVAW YEREVDREAVD

NTDB id 1059 ABD1 RS01610 WP 000279215.1 iy WAEPRIMEN QMVATIGEESGALDEMLIJKVARY YERIEVDNAVD
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1252 GC0O85 RS07730 WP 011213805.1 406
NTDB id 59549 I876 RS14450 WP 020744116.1 401
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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