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NTDB id 613 LCA RS05340 WP 231952379.1 ....MMWQDYWQRYRRFWWVPCL..VLLGIIAGG.FYWHQSQQKQKVTQNEQL..L.ATSA....SKTKPATKKTHQAATKKKGG 71
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
NTDB id 595 KW2 RS08725 WP 021037687.1 MEKILD......KLKEYWKIMLLVV..CALIAGGIFYIFTNSPKPAETLSVEN..L.SSS..S..TKSSVSKFNSSSSEKNKNEI 70
NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPHTPVKETNLQAEVV.AISKDS..STEKDVKKEEKEEPVEQDLI 74
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPQTPVKETNLQAEVV.AVSKDS..VSEKEVKKEEKEEPLEQDLI 74
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDS..STEKEVKKEEKEEPLEQDLI 74
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPLEQDLI 74
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPLEQDLI 74
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIE......KIKEYKIIVICTG..LGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPLEQDLI 74
consensus ****** ************* **************************** ****** ****** *************
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NTDB id 613 LCA RS05340 WP 231952379.1 FVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQ 156
NTDB id 36 MW RS08230 WP 001793467.1 YVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIG...............V 153
NTDB id 1242 Cj0011c YP 002343483.1 .................................................MKKLLFLF............................ 8
NTDB id 595 KW2 RS08725 WP 021037687.1 MVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD...............S 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG...............S 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 TVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG...............P 143
NTDB id 153 SP RS04730 WP 000387344.1 TVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...............S 143
NTDB id 188 SPR RS04295 WP 000387330.1 TVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...............L 143
NTDB id 222 SPD RS04535 WP 000387330.1 TVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...............L 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 TVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG...............L 143
consensus ****************** **************************************************
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NTDB id 613 LCA RS05340 WP 231952379.1 ASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 36 MW RS08230 WP 001793467.1 NSV...HVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 1242 Cj0011c YP 002343483.1 .......FALTAFLFGAVNINTATLKELKSLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
NTDB id 595 KW2 RS08725 WP 021037687.1 PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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