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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDL.SV...LSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP............LTDDESRTFNLM 64
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEY............GITPPEGKLTLS 64
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEY............KIEPPKETLTLS 64
NTDB id 59429 PSYCG RS00335 WP 020442460.1 .MQFIQLLQENMTIALVVFGLLGLCVGSFLNVVIHRTPLMMVSAWRQECSQFIYEQADMPREHTMPLVNIVATDTPITLS 79
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPI............IDHEKLTLS 68
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPI............IDHERLTLN 68
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NTDB id 1403 DSB67 RS12675 WP 010643256.1 VPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAAT 144
NTDB id 59429 PSYCG RS00335 WP 020442460.1 KPASRCPHCTHKIKWYENIPLISWIVLRGRCSACKAAIGLRYPIVELVTALLSALVIYHFGVGIVGLSALVLVWTLIALT 159
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 KPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALT 148
NTDB id 1061 ABD1 RS18470 WP 001152280.1 KPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALT 148
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NTDB id 1111 NGFG RS09220 WP 003689814.1 FIDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLG 223
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NTDB id 59429 PSYCG RS00335 WP 020442460.1 GIDFDTQLLPDRLTFPLAGLGLAVNLQGWF.VPPTQSIWGLLLGFLSLWIVVKIFYLITKKHGMGQGDFKLLAVLGAWLG 238
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 FIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMG 227
NTDB id 1061 ABD1 RS18470 WP 001152280.1 FIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMG 227
consensus *!!*!!**!!! *!*!! *!***** * * ** * ** ! * !** !!*********!*!*!!!*!!!!!*!*!!!!*!

logo

I
W
P
S
Q
L
A
Q
S
MLPMVLLI IVFLVLSSVL IVLGLSAVVIAVFIAGI

L
V
I
M
Q
L
M
R
L
R
K
K
Q
LQKKVQ

R

A
N
G
E
K
D
I

D
E
G
S
N

M
R
K
Q

H
A
PFPAFGPAYI

L
T
A
V
I
S
AGI

W
F
I
V
I
S
AF
L
I
T
L
A
Y
W
N
G
H
S
D
D
K
S
Q
V
I
WRAI

L
M
V

D
K
N
I
W
W
YFLGTHMSTGI

P
W
Y

L
T
V
R
G
Q
V
PL

NTDB id 1111 NGFG RS09220 WP 003689814.1 ISALPVLIFVSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1170 A1552VC RS11080 WP 000418747.1 WQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 WQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 59429 PSYCG RS00335 WP 020442460.1 PLMLPLIILLSSLLGSIVGLILMKK..QGESKPFAFGPYIAIAGIVALLYGSDI...VNWYLGMYT.... 299
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PLMLPLIVLLSSLLGAIIGIILLKL..RNDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PLMLPLIVLLSSLLGAIIGIILLKL..RNDNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
consensus !!*****!!**! * ****** * !*!!!*****!*** **** * * ***

X non conserved

X similar

X ≥ 50% conserved


