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NTDB id 1203 PSJM300 01605 AFN76401.1 ... .......... -

NTDB id 1177 A1552VC RS01165 WP 000422572.1  ............. Moy ELDGM THKNSIIRY| MGAPILYRVDG

NTDB id 59401 SCE1572 RS28260 WP 020737370.1 MTTELVGQQEGLRYTEQEINER AMVEK GLESIMN: GUPPIR R VP.KPMPGTRQS

NTDB id 1307 DR RS10055 WP 010888596.1  ......... MTSGIDNSSBERHR LAA DK GLESI) IL AG Q SEWMYDAQGFEPIRS ASITRKIRMNS

NTDB id 1086 NMV RS00245 WP 002218487.1 ... .......... RIPMIRV}:IG

NTDB id 1116 NGFG RS10615 WP 003690200.1 . ............ RIPMIRV}sIG

NTDB id 1185 GTF74 RS11940 WP 000350195.1 . ............ MDIMNELLIXFSVKEWASDLHLSAG PPM R DG H IMNDIAQRS] YEEISL

NTDB id 1176 A1552VC RS01160 WP 000350195.1 . ............ MDIMNELLIXFSVKEWASDLHLSAG PPM R DG IMNDIAQRS] YEEISL

NTDB id 1283 ACE17W RS02630 WP 010947729.1 . ............ MDIMNELLAFSVK |4 SDLH SAG PPMIRVDG Y IMND

NTDB id 1259 GC085 RS10305 WP 010947729.1 . ............ MDIMNELLAFSVK I SDLH SAG PPMIRVDG Y IMND

NTDB id 1202 PSJM300 01600 AFN76400.1 . ............ MDITELLAFSWK [MASDLHLS G PPMIRVDG INLPEY DHIQRVIs¥NL Y IMND

NTDB id 1194 PAKAF RS01995 WP 003084552.1 ............. MDITELLAFSIAK [ASDLHLSAG PPMIRVDG INLP)ZLINHIQA|VIs#AL Y IMND

NTDB id 1020 ACIAD RS04210 WP 011182164.1 . ............ MDITELLAFSV@ IMASDLHLSAG PPMIRVDG Y IMND

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ............. MDITELLAFSVK [ASDLHLSAG PPMIRVDG Y IMND

NTDB id 1060 ABD1 RS04380 WP 000355489.1 . ............ MDITELLAFSVK [ASDLHLSAG PPMIRVDG Y IMND

NTDB id 1040 HON27 RS13360 WP 000355489.1 ............. MDITELLAFSVK [ASDLHLSAG PPMIRVDG INLPEALIXHIND VI8 Y IMND
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NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 59401 SCE1572 RS28260 WP 020737370.1

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1086 NMV RS00245 WP 002218487.1

NTDB id 1116 NGFG RS10615 WP 003690200.1

NTDB id 1185 GTF74 RS11940 WP 000350195.1

NTDB id 1176 A1552VC RS01160 WP 000350195.1

NTDB id 1283 ACE17W RS02630 WP 010947729.1 AN ARFRVNAFNQSJRGA AVFRTIPS| L I AMIMSIRGLVLVTGPTGSGKSTTLAALY

NTDB id 1259 GC085 RS10305 WP 010947729.1 IAN. ARFRVNAFNQSJRGA AVFRTIPS|® L X AMMRGLVLVTGPTGSGKSTTLAALY

NTDB id 1202 PSJM300 01600 AFN76400.1 PEVARFRVNAFNQRGAGAVFRTIPSISVLT ISNTIPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1194 PAKAF RS01995 WP 003084552.1 PEVARFRVNAFNQYNRGAGAVFRTIPSIQVLT il DMPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1020 ACIAD RS04210 WP 011182164.1 PN ARFRVNMFNQNRGAGAVFRTIPSQVLT D T[@NPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 PNVARFRVNAFNQRGAGAVFRTIPSISVLT D T[@NPRG VLVTGPTGSGKSTTLAAM

NTDB id 1060 ABD1 RS04380 WP 000355489.1 PNVARFRVNAFNQIYRGAGAVFRTIPSIQVLT D I[GNPRG VLVTGPTGSGKSTTLAAM

NTDB id 1040 HON27 RS13360 WP 000355489.1 PNVARFRVNAFNQWRGAGAVFRTIPSIHVLT E LGL{ENIF NI[@NPRG VLVTGPTGSGKSTTLAAM
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NTDB id 1203 PSJM300 01605 AFN76401.1 WKNSSG:H8 IEDPIEF H[ai{aC 227
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QH.TG EDPIEFVH|¥IK C 225
NTDB id 59401 SCE1572 RS28260 WP 020737370.1 NAEQRLISNNSNENNNZNNINEN:IP HIYL SIBB(A)AZEG S|DEYA 240
NTDB id 1307 DR RS10055 WP 010888596.1 NHILTIEDPIEF HIZYK INQREV[ESID T)® ILVGEMRD) 231
NTDB id 1086 NMV RS00245 WP 002218487.1 NINAIIVH I L TIEDPIEFVHRSKKSLINQRE H[MEITIMSFESJALRSALREDPD ILVGEMRDIETI[@LALTAAETGHLVFGT) 227
NTDB id 1116 NGFG RS10615 WP 003690200.1 NINAFVHILTIEDPIEFVHRNSKKSLINQRE H[rpIT)® ALSALREDPD ILVGEMRDIJETI[@LALTAAETGHLVFGT 227
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NEGGIWGHI L TIEDPIEFVHSIIKCLINQREVH IQYALRSALREDPD ILVGEMRDMETINLALTAAETGHLVFGT 227
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NEGGIWSHI L TIEDPIEFVHERNWKCLINQREVH IQYALRSALREDPD ILVGEMRDMETINLALTAAETGHLVFGT 227
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VXHILT EDPIEFVHNSKKCL NQREVH WANALRSALREDPD ILVGEMRDLETI 227
NTDB id 1259 GC085 RS10305 WP 010947729.1 MYHILT EDPIEFVHESKKCL NQREVH WNALRSALREDPD ILVGEIRRDLETI 227
NTDB id 1202 PSJM300 01600 AFN76400.1 VMIHILTIEDPIEFVHJASKKCL NQREVH BMIMALRSALREDPD ILVGEMRDLETI 227
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VGIHILTIEDPIEFVHJASKKCL NQREVH BMINALRSALREDPD ILVGEMRDLETI 227
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MOIHILT EDPIEFVH|RY¥KKCLINQREVH IWWNALRSALREDPD ILVGEMRDLETI 227
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VMOIHILT EDPIEFVHESKKCLINQREVH IWWAALRSALREDPD ILVGEMRDLETI 227
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MOJHILT EDPIEFVHENSKKCLINQREVH IWNALRSALREDPD ILVGEMRDLETI 227
NTDB id 1040 HON27 RS13360 WP 000355489.1 MOIHILT EDPIEFVHNSKKCLINQREVH IWAALRSALREDPD ILVGEMRDLETI 227
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NTDB id 1203 PSJM300 01605 AFN76401.1 LHENMANNFN DRITI \IJFPA RQNQWMDLNK ARIQIMMP TPD{¢K{ERVAV T|SNALASN TIdL A ABNRIRH K GE\YHELKGL) 307
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RI P E 305
NTDB id 59401 SCE1572 RS28260 WP 020737370.1 320
NTDB id 1307 DR RS10055 WP 010888596.1 DVFPJXE (] [8 311
NTDB id 1086 NMV RS00245 WP 002218487.1 [@AAKT DRI DVFPA[EK MVR 307
NTDB id 1116 NGFG RS10615 WP 003690200.1 [AAKT DRI DVFPA[EK MVR Q 307
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LHT SAAKTIDRIIDVFP § K MVR MIUGGGRVA@HETM 306
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LHT SAAKTIDRIIDVFP B K MVR MUGGGRVA@HEIM @WPAIRNLIREIKVAQMYSMIQ 306
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LHTINSAPEKTI RIIDVFPAEEKBMVR BUAGGRVAAIRETM [GMNEATRNLIREIK AQMYSHBIQ 306
NTDB id 1259 GC085 RS10305 WP 010947729.1 LHTIYSARKTI RIIDVFPAEEKSMVR BUNGGRVAARETM [GNEATRNLIREIK AQMYSHIQ 306
NTDB id 1202 PSJM300 01600 AFN76400.1 LHT SAAKTIDR DVFPAEEKBMVR MUGGGRVAAHEIMI WPAIRNLIREWKVAQMYSHBIQ 306
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LHT SAAKTIDR DVFPAEEKEWMVR MIGGGRVAAHEIMI QWPAIRNLIREIKVAQMYSIIQ 306
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LHT SAAKTIDRIIDVFPAEEK MVR BXEGGGRVAAHEIMI MWPAIRNLIRE[®KVAQMYSHIQ 306
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 LHT SAAKTIDR BUGGGRVAAHETIMI MWPAIRNLIRENKVAQMYSEIQ 306
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LHT BIUGGGRVAAHEIMI WPAIRNLIRENKVAQMYSIVIQ 306

NTDB id 1040 HON27 RS13360 WP 000355489.1 LHT BIUGGGRVAAHEIMI MPATIRNLIRENKVAQMYSINIQ 306
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1203 PSJM300 01605 AFN76401.1

1177 A1552VC RS01165 WP 000422572.1
59401 SCE1572 RS28260 WP 020737370.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1
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1020 ACIAD RS04210 WP 011182164.1
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1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203 PSJM300 01605 AFN76401.1

1177 A1552VC RS01165 WP 000422572.1
59401 SCE1572 RS28260 WP 020737370.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

lgéﬁ 3 QTE xiLgSt¥§EH§v£§E%AEEé

K.

.AégéE
RSTD . LE@YREFDINAMY NY v QEEMEY EDJLLHADS SN
RSQE . V{QUERENF IR AIHY QIRY VDD KISSIE QDINLHSINDS AN

VEQAGS[EU{aydM Alr]S)#v Si#Y QRRERSILEEMF A AJAADPD
DJAYIRAGIRERBHERSRYDK@LERIDPK

INAPE VA

INAPEAJN

N LPTIRAVINKSP .
8P QTR TAMKQP .
8 QTR TAMKQP .

ISP QTEARTAIKQP .
*

A
85D sAkEKAKQP .
8 RENREKAKIP .

381
368
379
418
347
347
345
345
344
344
344
344
344
345
345
345

K non conserved
B similar
Bl >50% conserved
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