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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 59200 PCA10 RS10610 WP 041770628.1 MLSGLAALAAGLLMLRWMPGLPPLWWLYLQLVL.....GLLLLGSRAW.......RLGLFALGLGWACLSAQWALDDRLAPGLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPV.....GLLLLPFRWR.......PLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 59200 PCA10 RS10610 WP 041770628.1 QVRWLEGRVVGLPASAEGVVRFELEDIHA.DRAHLPGRLRLSWHQ....................GPPVLAGERWRLAVSLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
consensus * ***! ! *!!* ****!!******* ***! !*!!*!** *!** !*!!*!***!!!!

logo

S
G
M
L
M
VNPAGSAGTFDGYEYAAWMLLADRDRVIRGAATGSTYI

V
Y
K
T
AGKERAILAQRAENAAELMGEADAGSGVGLGRSPSVEGVRAWRADERAVLRRQHRLLTAAVDELPAEHQAGRYRAPGAGVLIVAALVLVGDQGSGI

L
A
R
S

NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 59200 PCA10 RS10610 WP 041770628.1 GLVNPATFDYEAWLLARRIGATGSVKAGERLQAAE............GPVAWREALRQRLLAVDAQG.RAGGLAALVLGDGSGLR 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 59200 PCA10 RS10610 WP 041770628.1 DADWQLLRDTGTTHLMVISGQHITLFAGVLYGLVALLA.......RFGL..WPRRLPWLPWACTLAFAGGLGYGLLAGFEVPVQR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 59200 PCA10 RS10610 WP 041770628.1 ACVMLAVVLLWRVRFRHLGVLTPLLAALCVVLLAEPLVVLQPGFWLSFGAVALLVLAFA.......GRLGAWPWWLT.......W 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWRA.......L 356
consensus ***!*!*!***!***!***! **!* !* *!****!******!*!!!!*!!!******* **** * !**

logo

A
L
W

Y
R
V
AQLWVAVMAGTFLGLALPALLMTMLALVLAFGQLQP I

VSFLVVSSGAPVLANALLAI
VPVWVI SFLVVLTVLTVPLALMLGSTAFLLLGPWEVPLWSLQGPEVAL ILWALEAAGSGAFLALAEWVLMLPFELWVLDLAW

L
A
I
L
A
G
L
P

G
Q
W

G
L
Q

S
P
V
A

NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 59200 PCA10 RS10610 WP 041770628.1 WRAQWVMGLGLAPLLMALALPISFSGPLANLLAVPWISLLVLPLALLGTLLLGVPLLGEALLWLAGGALELLFLVLAWIALQLPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 59200 PCA10 RS10610 WP 041770628.1 WIPAQIPFWAWGLGALGALLLIAPAGLP...VRALGLALLLPMLFPPLDRPAHGEAEVRVLDVGQGLSVLVRTREHALLYDAGLR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 59200 PCA10 RS10610 WP 041770628.1 RGDF.DLGERVVVPTLRGLGVSRLDLMLISHGDADHAGGAMAVGRGLAVKRVLSGEPERL.......PVVLGAERCSAGEAWRWD 600
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 59200 PCA10 RS10610 WP 041770628.1 GVDFRIWQPPP......GGDSNDSSCVLAVQAGGERLLLAGDLSARGEAAWIASGQ..PLAARWLVAGHHGSRTSSSSFFLRAVA 677
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 59200 PCA10 RS10610 WP 041770628.1 PEKVLISRGHLNAYGHPHPLVVSRIEALPAGLHDTAVEGQLLLQLGRGG..EPESEREKSVFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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