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SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIAGGFVTYSLEEKSRMLD IPENKNLEEHGYV|
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIRAGGFVTYSLEEKSRMLD IPIAKNLEEHGYV|
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGESSIFIRAGGFVTYSLEEKSRMLDIPINKNLEEHGYV|
SLRDMCYGYGEEJISLASIVVEELK QGKTIWAAESLTAGLFQATVA FSGASSIFJSGGFVTYSLEEKS MLDIP|KMLEEMGV
SLRDIBCYGYGEETSLASIVVEELKRQGKTI AESLTAGLFQARIVA FSGASSIFINGGFVTYSLEEKS MLDIPWKMLEERGV
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SHFTA'AMA QARMANY DFGI[LTGVAGPDELEGMPIGTVFIG Ay GUERITKVEIGG SR DVRHI p§RHAF LVR ALLJS
VSI\FTA KMAER RMATQ D ISLTGVAGPDSLEGMPIGTVFIGL FEFSITNINIKVIAIGGRSR DVRIAV|RHAFNLVREFLLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAiFSGISSIFKGGFVTYSLEEKSRMLDIPAKNLEEHGV

VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPPIGTVFIGLAQ BIGTRVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPENGTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
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